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R EXTER T WSSV 82 E E RIA4FER DDRT-PCR 73471

Bt P LA, B, B4k

(L. PR WA i Bt , IR 8 2660035 2. WP K REEDFFEBE B0 DT, IR 75 & 2660715 3. i T

2EBE VETERERE VT 7 o HE 222005 )

WE: N T 5 EXTUF(Fenneropenaeus chinensis ) YU A BELE G AERR BE (WSSV) AHIC A 7 TALEE , ARG LA E X HF “3
15 2 57 AN SEERORL, FEAT A BESR SAE RE IR LG, B 20 d S A4 T 59 BAFTEAYXIER . SRH] mRNA 225 R 4L
A (DDRT-PCR) 4} Mg Y S o | LI MSE F [ X6 MR HURRGY 20 d S5 ATH A7 15 Xof MR PR R 11 26 5, JE IS ) 46 > B 22
B 255 R BUT S RIIRVESIRE /3 BT 45 R, 25 57 v B i (9 2 1 F 22 5 U iR AL 28 1 05 il W TRE A |
G555 P YR LA RGBS 1 X R LR B AR R AR DCHE R I F B R AE , A DF XT3 2R &
TEEE VR HIBILTR B2 3 00 A RESE- B AR 2 X R8T it Rb St 1 it o [ P DK FH7,2010,17 (2) : -]

KEEIR . PEXTER; HTERSEA IR R ; mRNA 2253 WRFEAR;
XERS . 1005-8737-(2010 ) 02--08

HESES: S9454 TERARIRAD: A

X UE B 25 G AE 2 — B i BRELR A AE N B
(white spot syndrome virus, WSSV ) 5| i) = AL YL )
WRREDN , 1992 SRR A T E G, HRETE
L Xt R SR P T B Y WSSV BOR P
s s BILTPE S TIra MW ea), 254 Lk
HENHYT O AR RE LRI 7 P B 4h,
X T I HES Y , HoAse B8 TR
Hag , PRI, ey XA [ B FHHRH 54T WSSV AHE
1) orF Al WSSV 5 iy F 4 A 92
FcHE , T MARAS 1B WSSV 53 At 3 ] AL EL A,
YT 2 —. AFLP™ RAPD"™ % SSR™
SeIETE DNA KT 2087 A FE XTI (Fenneropenaeus
chinensis ) 470 WSSV AHICHY73T-HEAl, i e 55T WSSV
AR5 FARic S QTL & fii. 534, 18 Fk H 3% ik
IR I, BV 2R cDNA 451 7 mRNA 25 5 i
o A s Y ek R SRS " Ay
PRSP0 WSSV AHICEE R i R F-E, an HETE

fs HEA: 2009-10-12; 1EITHER: 2009-11-25.

223 5 A BKE 5 ) MR ( Penaeus monodon) A1 H 25 %5} #F
(Marsupenaeus japonicus ) 11 5a & T 7E N TJEY: WSSV
Rk k& I JH ) Rab GTPasem]\ Toll receptor[m\

Pm-fortilin"*', caspase“ﬁj\ focal adhesion kinase'” .

PmAV'™ ZE3EP Db i e R F 3k B RSB R
N TJEGE WSSV 72 h Z IWHUAE, J& T X WSSV 2
JERYL 5 X MR 2 SN ) 43T LRI S s , SR T4 K
B IR AR WSSV 5 3 ~ 10d FET- ",
WA WA ESEA OB R T R, DAASE B G- B BT
Bt WSSV 1AL . FATAESEBRpoE b A8, 7Er
XA WSSV i iy , A SRR A se T, A
LEZ TR 20 Z2 RATHIRAIET -, PR ILAIF 5 3 R S X B[]
(R BEDR 22 S 3RIR DL, X T/ TR T WSSV [1953F
PURIE LK ) T i R WSSV £
()53 FHL , LA SCHEST & JEHT WSSV i e %R 43+
Frichii B B FhER SR AR , AR50 mRNA
PSR XTI WSSV S5 RIWASE R

EEE : FH5 863 115 H (2006AA10A406 ) 5 245 ¥4I (Folk) BHIFL (200803012 ) .
EB BT BRIT(1975-), 2 WL se A, EENFK™ 2P (L B FESE . E-mail: lai.xiaofang@163.com
WBWES: TIHE W00, LT . Tel: 0532-85823291; E-mail: qywang@public.qd.sd.cn
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120 d JE AT A B4 T LGS SR A PR Sk AT LR
otz EXSERT WSSV AEHIFL AR .

1 MREFE

1.1

111 FREXEE  SCEHSR A EXTER 1500 B,
SRR T “EE 2 57 1 IS MR R, AR R
HILIE AR RN AR T B R AR— 30 20 RBATIF, A4

(4.69£0.55) cm, (BT E(2.06£0.72 ) g,
1.1.2 5%

SRERIG ™ B 5 ik, 528 b T 22 5 oR o
FEHIESE 1M T,d (T),APN (ACGACTCACTATAG
GGCTTTTTTTTTTTTN (N=A/G/C)), L% H 16 4 Bt
BLGIH (3% 1), #0055 i iR TAEY TREAR
55 PR FA

x1 WHEBDERIBENSIY
Tab.1 Random primers used in this study

5|%) Primer

JFH)(5'=3") Sequence (5’ -3")

M,;-ARP1
M,;r-ARP2
M,;r-ARP3
M,;r-ARP4
M,;r-ARP5
M,;r-ARP6
M,;r-ARP7
M,;r-ARP8
M,;r-ARP9
M,;r-ARP10
M,;r-ARP11
M,;r-ARP12
M,;r-ARP13
M,;r-ARP14
M,;r-ARP15
M,;r-ARP16
M,; reverse (—48 )24-mer

ACAATTTCACACAGGAGATTGCC
ACAATTTCACACAGGACGACTGT
ACAATTTCACACAGGATGCTCAG
ACAATTTCACACAGGACTCAACG
ACAATTTCACACAGGAAGTAGGC
ACAATTTCACACAGGAGCACCAT
ACAATTTCACACAGGAAACGAGG
ACAATTTCACACAGGATTACCGC
ACAATTTCACACAGGACATTCCG
ACAATTTCACACAGGACAAGTCC
ACAATTTCACACAGGACGGGTAA
ACAATTTCACACAGGAGAGTGCT
ACAATTTCACACAGGACTGACTG
ACAATTTCACACAGGATGGTGTC
ACAATTTCACACAGGAACGCAAC
ACAATTTCACACAGGATAGAGCG
AGCGGATAACAATTTCACACAGGA

T, promoter 22-mer

GTAATACGACTCACTATAGGGC

1.2 ERWH*

1.2.1 BWEESMERSFHELIE P EXF “#E
257 TEEK I TS L T E X R s A B R
U N T BT L,2008 4F 7 H 16 H 2305 H VIE (vis—
ible implant elastomer ) AT 2R C SR 15d )5
7% 2 LU ZR I B BV 7K 7 A B I B2 it 5
AT N TS WSSV 380, HAR T i 5 b R e
a4 PUIER IR . 4 S0 X AR IR A Rl — B K
Peih 25 m’ (K42 5m, 55 1.27 m ) HIRFE, WUk 24 h
Ji , B GE WSSV JF AET HL I BEAE IR B 1 H AR
XU AL PR G U, B MR R X R A i Y 15%. 2
S AR VRG4S TR SR A R, S

KR (28.54+0.5)°C, $h B 28, AibE 1 h H7HSEER )
WAFEXTHR 1 W, SCERIF R RELE 20 do BEHR (B
195 75 B e S5 vh R MISE R 20 d 5 47305 A X IR
JEIRAR A N 2 W A R 5 7 —80 CIRAFE R . LIAS
PRV Y ARG v [ X RS T B

1.2.2 2 RNA BRI G4 R RERE K cDNA
FE—5E 2 HIEL -80 CARAT Y P BELE A E 5 7 K
Yuszh rh FLSRAE A 20 d JEAERS RXTIRA 10 21
FE g B 2H 2, 422 B8 Trizol 13055 & (Invitrogen ) 1 B 17F
7 E RNA UL, 5 RNA 28 1.5% BElEHHEEI
VKHIWT 5 # 5 , 4% DNase 1 J1LF1 RNA 4lifkiF]
% (DNase I Digesting and Purifying Set, ["¥1E%5% ) 5



24 T A5 P AR WSSV AHSCHEN ZIAFAE ) DDRT-PCR 7347 3

W] 2 B 55 4 DNA 15 2%, #1222 5t {X ( Amersham
Biosciences ) xE i, —80 CHRAT o

DL 2 pg 3R 5 RNA A BEAR, 43 5 in A 1 pL
100 umol/L T,d (T),,APN (N=A/C/G ), | RNase-free
JK AN AR B 11 L, 70 °C i & 5 min, 57 B E UK
I 5min, Ml A 4 pL5 x M-MLV buffer,2 pL dNTP
(2.5 mmol/L each),0.5 uL. RNasin (50 U/uL), ] RNase-
free ZKAME 19 uL #&FH,37 °C 5 min, A 1 uL M-MLV
(200 U/uL, Takara),42 °C 1 h, %X J5 70 °C 10 min DL K
T S ST, 20 CCARAT
1.2.3 DDRT-PCR 533l LA 1 3R S 56 v i) 25 (1) PR
FEXURIY) cDNA AR 1T DDRT-PCR. SR H 20 pl
R %, & 2 ul 10 x PCR buffer, 1.6 uL. AINTP
(2.5 mmol/L each).1.2 pL. MgCl, ( 25 mmol/L).2 pL
2 umol/L Tyd (T) ,APN (N =A/C/G )2 uL 2 pmol/L M-
ARPn (n=1 ~ 16 ).2 puL ¢DNA 0.2 pL Taq fif( 5 U/uL),
9 uL TCHI/K o SOWFET R 94 CHUAEYE 3 min, SR K
K 94 °C 305,46 °C 305,72 °C 2 min 4 MEH; 94 °C
305,60 °C 305,72 °C 2 min 30 MG 5 72 CHE
fift 10 min, DDRT-PCR ) 5 4 AR P Uk FAF
SRR, 94 CCAEYE 5 min, STEIVKIS . 6% 7RI
PIREIERGEERE L 50 W H DT HLIK 30 min, 48P
U PCR 7= T RE, 50 WA TR FL Yk 25760 1 s
LI 40 min, BT AR YL

¥ DDRT-PCR ¥ 41531 1Y 22 7 S5 HIE, mA
20 pL JoE K, 5,4 Cil i, M 2% 5% cDNA, LU

100

SET A

Dead number

DY) cDNA JAsids , 3547 25 57 e B I PCR 4”
1. 20 puL W AR Z F e 2 ul M2 % cDNA,2 pL
10 x PCR buffer.1.6 uL. ANTP (2.5 mmol/L each ).
1.2 puL. MgCl, (25 mmol/L).2 pL 2 pmol/L T, promoter
22-mer.2 uL 2 pumol/L M, reverse (-48) 24-mer .,
0.2 uL Taq B (5 U/uL).9 ul L K. WL F N
94 CHAEE 3 min, #RJ5 94 °C 305,60 °C 305,72 °C
2 min 30 MEH; fieJm 72 CIEM 10 min.

1.2.4 =g Northern ZXZZHiFERFAME L4 pg I
S RNA AR 43 5505 5%, LA DIG-dUTP Fricii
A TARE ANTP il %55 — 4 cDNA 4. B 1 pL
PCR P25 3] e el 1,80 C [ % 2 h J&, Hyb
o R 2 SE W 24 38, He S ) FH M e = 2 A2 A Tt )
EGIMRE S Db kb T, B I 1)
Northern %48 45 F BHPE 0 22 5 Be 88T IR PCR,
afifbJ5 e b 2 pUC]-T #idK, 74k E. coli DH5a., 3%
A TR TAREOR RSS2 R 58 U o

2 HBR55H

2.1 BRESIREREIEITIRETER
1500 EEXFURE FIBELE A AEE BRI J5 (R AET 1
BLULIE 1o R EE L L5 P e B 30 h J5 IR
TR EAETMA, 44 h BT 93 B, MAET Hermilé. It
AT R IYE 74 h IS —ANET - BET 18
130h JE LT bR AE B/ 1 R A AT IR S
20 d & , A 30K F I 59 RATHMEE A6 0 3.9%

1 9 17 25 33 41 49 57 65 73 81 89 97 105 113 121 129 137 145

JEYLJS B/ Time post infection

Bl 1 A EXTER WSSV L5 i SE T 2k
Fig. 1  Mortality curve of F. chinensis infected by WSSV
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2.2 2 RNA FiREX. 4t B cDNA E—#EME K
B RNA 3R ERZE 5 (K] 2) IR, FBREZE A 1F
o BESER YL 0 R FLDIIE R 20 d S AETE LA
T AR (Xof B ) A9 v ] e T g i 2L 200 449 T 2 i
RNA., 3 FhESLSEEUY RNA TE 1.5% S5l Mise e i

bp

2 000
<«+—28S
1000 <« 18S
750
500
250

100

K12 & RNA Bl i g b ik %l
M: DL2000; 1: EYL FUNHFEXTUR; 2 YL 20 d J5AAE XHIT 5
31 ASERYGIR R IR
Fig. 2 Electrophoresis photograph of total RNA by agar gel
M: DL2000; 1: earliest moribund shrimp post-infection; 2: survival

shrimp 20 d post-infection; 3: uninfected shrimp (control )

2.3 DDRT-PCR

A W58k T 3 A 51 9 (Tod (T) ,APN,
N=A/G/C) 5 16 MBEHLG 1) (M, 5r-ARPn, n=1~ 16)
I 48 N4 A 4T mRNA 22 7 BoR, 2 5 B
INEERILIE 4, BEARVKIEA 30 ~ 70 A, ST
3000 #&7 , Horb AT 22 709 R B 145 15 DL Tod
(T),APA M€ 51 A 48 4, LU T.d (T),APG
KRS E G 544, L Tod (T),APC R4 5
PR 43 4>, Xee2s 0kl R 2RI b Rk -
(225, 43 F KNI TE 90 ~ 1000 bp Z [H], 22
St R B2 I, Yk PCR 386 BRI W B M2 f ok
SrEJE, REBERM NP B, i — P&
Northern 238 KIF )G , A 46 2% FBr s B3k
S BBHMR N 68.3%., Hi 43 MR R
BHE N T WSSV 20 d J&5 77416 By X iR 23k |
I (K 2 PARIR K), 3 225 i BOE N TR WSSV
20 d JEAAIE X R R SRR TR (38 2 PhRIE W),

Pk FP ) 2R 18S rRNA Fil 288 rRNA 2 4571, H. 188
rRNA 119 i (0550 )3 10 3% 55 28S rRNA 9 2 s i
28 M-MLV %585, A iU cDNA 25 —5 LA 3,
M S FEFLZ 250 bp 8] E2 3L “smear” AR, BH 7 W43
T3 T 500 ~ 2 000 bp, PB4 RNA J252 811

bp

2 000

1 000
750

500

250

100

K3 A RNA SR B cDNA
M: DL2000; 1: &G IHBIFERTIR; 2. &G 20 d JE AR ATIF; 3:
FRIBGLXTUR O B
Fig. 3 ¢DNA reverse transcripted by total RNA
M: DL2000; 1: earliest moribund shrimp post-infection; 2: survival

shrimp 20 d post-infection; 3: uninfected shrimp group ( control )

1 2 3 45 bp
abcabcabcabcabe M

2 000

¥ 4 DDRT-PCR #5045 (HE DY) : Tod (T) ,APG; Bl
BLEIH: M, jr-ARPL ~ 5)
M: DL2000; a: G ELBIHIERTER; b: 8 20 d J5 AAHGXTAR 5
e ARYLRTHR (X )
1: Ms-ARP1; 2: Ms-ARP2; 3: M,yr-ARP3; 4: M,r-ARP4;
5. M,;-ARPS
Fig. 4 Part results of DDRT-PCR ( Anchor primer: T,d (T)
1»APG; Random primers: M,;r-ARP1-5 )

M: DL2000; a: earliest moribund shrimp post-infection; b: survival
shrimp 20 d post-infection; c: uninfected shrimp (control ) 1: M,;r-

ARPI1; 2: M;5r-ARP2; 3: M5;r-ARP3; 4: M ;r-ARP4; 5: M;r-ARPS
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FRIE DT A5 . P EXT ST WSSV A SEIE R 28R 1E 1Y) DDRT-PCR 4347 5

24 E=ERREBEREFEEINEES T
$2 )2 7] Northern 7432 5k A FHA A9 25 5% A B
22 i T 5, ¥ 45 55 GenBank M EG a1

®2 ERREHREIREINRES T

[A] P RE 43T (http: //blast.ncbi.nlm.nih.gov/Blast.
cgi), BRI 2,

Tab.2 Homology comparison of differential display sequences

FBACS RBORAN bp KRG R (R T) FEBRS BOR/IN bp W RARCERS)
Sequence No. Length Search results (accession number) Sequence No. Length Search results (accession number )
AV T I 1) 48
K1 s65  REIBHEMUAZIR(GL: 75060851) K24 183 RAEThg
Proteinase—activated receptor Unknown
K2 333 ALEA(GL: 267114) K25 o FMRSEEII(GL: 17946406 )
Thioredoxin—1 A protein of Drosophila melanogaster
3 36 408 )r.x RN Fl RPS17 (GI: 160550171 6 430 ﬁﬁ}tﬁfﬁ(ﬂ. 75027676 )
408 ribosomal protein RPS17 Annexin
BRIARRREL I (GL: 90109014 ) MM B (GI: 20092288 )
K4 90 L . K27 440 . .
Succinic semialdehyde reductase Ferrous iron transport protein B
Ala-tRNA 73R EE( Gl : 223654567 ) RETrhe
KS 236 Alanyl tRNA synthetase K28 106 Unknown
ek o kb .
K6 a9 AITEE K20 125 C2H2 FHEZTFIE I (GL: 220690099)
Unknown C2H2 zinc finger domain protein
S 3 s s 7. Il Re
K7 284 lu%a%&ﬁgu ATPasel (GI: 6707670) K30 170 RAIRE
Cation-transporting ATPase 1 Unknown
KA 2 2 R A7 i . o A .
K8 log  DAMRAAIRTEING-1(GI: 12585312) Gl ™ B Pro #1(GI: 141279)
Phosphoglucomutase-1 Proline-rich protein
RHYhE Ser-tRNA 3 B (GI: 30173208 )
K9 733 Unknown K32 485 Seryl-tRNA synthetase
Thtk ) L MR
K10 230 FAIEE K33 g0 MUREF (G 1076557)
Unknown Extensin-like protein
Pro-tRNA & i G1: 81820763 ) RIIrhE
K1l 406 Prolyl-tRNA synthetase K34 126 Unknown
Yihe HEG 51
K12 4 REE K35 128 B Gly HFI(GI: 18397934)
Unknown Glycine-rich protein
K13 1o Chorismate & HiEE(GI: 47169186 ) K36 8 NADH JBE 2 4 (GI: 165932461 )
Chorismate synthase NADH dehydrogenase subunit 4
; e HH (G A Th &6
K14 o1g RBEADGIER(GI: 11038136) K37 191 REhE
Immune-related gene Unknown
I M50 (GI: 166368106 ) ARAILTE
KI5 232 Peptidase M50 K38 158 Unknown
Thae S s 2 e .
K16 1o AP K39 149 ERRATREAG (G 224983686 )
Unknown Gluconate kinase
A T il 31 123 14
K17 431 RN H (Gl 123352453 ) K40 13 ARHILhE
Ribonuclease H Unknown
K 2NN B A e 7% (G 187610252 ZIRJBL R HAEF(GI: 78100858 )
8 337 . . . K41 199 .
Polyribonucleotide nucleotidyltransferase Peptide deformylase
L RhR s p A . 6k
K19 216 FBTE R PR F1(GL: 515101) w 206 P
A new structural class of zince-finger Unknown
K20 g PHRRRB(GL: 56554252) K43 6o FIBUTIER(GL: 78100858 )
Phosphatase Peptide deformylase
- Ak . ZEA .
X2 sy Ala-tRNA GAEB(GI: 223654567 ) - 40 JLT R4S (L 37983093)
Alanyl tRNA synthetase Chitin binding protein
NGy TR B Cys 75 [ LCR49 (GI:
K22 b9y FEEESEZIR(GI: 55294896 ) Wo 450 46396236 ) _ o _
Calcitonin receptor-like Low-molecular-weight cysteine-rich protein
LCR49
et A . : .
K23 soa  HCEEIRER 14 (GI: 56404434) W3 236 JUT RRG(GL: 5114425 )

Nucleolar complex protein 14

Chitinase

K FRTRIEYe 20 d JGAAIEXTER R ik IR 225 B B, W ARRTEIYY 20 d Ja AT xd iR R TR 22 57 1 Be

Note: K indicating the differential fragments up-regulated in sirvival shrimps 20 d post-infection, while W indicating the genes down-regulated in

survival shrimps 20 d post-infection
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F17HE

FH mRNA 22 5 B BRI iR 1 46 A B
SBT3 ERFB (R 2 TPRRER N
AFNTIEE) 7F GenBank 15 ELHIFE A A9 Score [HAR
fi (<40), Evalue {HAT 0.5, HEM M ThfEARSN, £ 75
Tt —B TR H I RE S 2 . IR AY 33 4
25 R BT LS BN SE R DT, Horp 30 22
SR BRI L, T dnis R AR S S A E S
e AR BB RS AL 32 R RIE AR RN 2R R A R
ZARGE, AR (LA B b 1) B LA 2R R NADH
Jit SR 4 45, SAXIRVE I RERR 22 11 MR
it H A 2 AT AL T e R A T8 A R
F1BTA B 40S MR EE RN 2 IBE—tRNA & 1
A B U A TR S PR R R RR 1 2R
Tit 0 22 ROt FH Rt 45 , 2 S QO A A O 1 A 2
R 7 it B S R DI R B~ A T 25, LA
L HAT BT RE 0 e B A DG IE R 4 5 oAt 3 2257
FBEFA TR, TR i A oL T R S L
T AN TR B Cys BR 15

3 itig

3.1 XJRH WSSV HIIEE

IR XTIR AT CHO Ty st S AR B 3 > %
B 1M 9 P R S G 8 A DG 21 0 Y 3 AL ) A T AR
% A& R 25 e MRl o e 5 B PR B IS A5 21 2l
2, DT 358 B REART0 R A ) 3 K P45 2]
e P 285t 15 R LI BB B 2, IFREMER 55 &
% %R SPR43, % THHNV 4 B & i Fitk >, [
b, JELE 3 A7 YL A7 15 8 Hp IR % 78 3t v 2k B3
SERFBEATEE T (055 3 ARt 2R B W A B 7 P
AT LA P E G R B 2 5 N SRR AR, AT
&Y WSSV &, A 3.9% WX ERREAF IS 20d DL I,
HAWPEMhURETE. HRREZERBE ANEER
A 5 RBREAFNG 20 d UL I, B R R A7 TG IR 2
(45.6£16.5) ho XULWIHBE J1 R/ IME AT g 515t
R A, X RN HHUR T LRt T
G BRI TR
3.2 FTERR WSSV B4 FEA

X UR T IO HES ), 7652 B AH TR i 13 = e

I, B E R e A T A, e ) &
B2 B SCHE N IR ZE AR . WSS R—
Bk, 2 R RB RN g ) & 1 EE S 515
TS SAMHEIRAL (BB BT R BRI A e
i B A e et AR TR,

ABFFREER BN, 2 5 A RS 5 R 0
MR JE U T iE 2 S AR S
F4 RSB 2 1 AL ELAT A B D RE ) RE TR A 7R N TR
Y WSSV 5 [y $iF i3k EM, Dhar A K % 7 Leu
JH % Wang B 4§ " J% Ratree Wongpanyam] &)
FEIE AR, HE7R WSSV BB 5| X iR 4
PERGLHAT A BB

SR 25 A A P RS S 2 IR 3Rk 1) 22 1 U A7
AIFIHRIE . Wang B % ™ LI TS WSSV 6 h
Jei HR DX A e 5 ARV N S AH OGRS ATP &
A G RS SR IR . MINN4 i 2 P9 I I 7K 5 Tl 2 3%
KT FE. ABSE I Leu J H 45 P 45 R HZ A AL
AR AL SOVHTRE S A DG RO FRIKTE N T WSSV
Je B U AT BE R T S RN TR
WSSV [ RIAS TR, X iR XF WSSV i HEHT A do gk
b T AN A BRI B, R B A QA SCRE PR i ikt
AEF RS

T3 5M T 408 RZWEIREE 1022 5 7 BUEAITSE
Tt Leu J H & 125] 1 Ratree Wongpanya & (2] iy i
IR RFGE I, 2R RNA 5 B A [F] 1
I, R N IR WSSV 5 BRI 22 5
B A S I B9 2 1 B8 U N . ASBIETE TR R 1
WAL | 25 1 22 S0 P RE 5 ) p B 30k, A
THEX B A M E B B TR S e B, (B
FrSriTRE , 2 5 XHRT WSSV il

25 BRTIR  ARWFFEIER] T X ERTE WSSV {2 Y45
FENFRIR KR T 072 A, [t oAy B 4 1) B 3 e
UFHT WSSV IR FIBILER, S 2 BT WSSV (1 [ xf
U 8 ARk ) RS R R 5 S o Qe G R Y 22
iz b ARG 2D T R A TAFE 28 mRNA 22
S WA FOR TG 22 53 Fr BOsEA T3 D K iy v e
FNFRIR , ARG SR AR K P R AW AT
WSSV _EiIIRE.
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Analysis of molecular basis related to WSSV -resistance in Fenneropenaeus
chinensis by mRNA differential Display PCR

LAI Xiaofang"*?, KONG Jie’, WANG Qingyin’, WANG Weiji’

(1.College of Marine Life Sciences, Ocean University of China, Qingdao 266003, China; 2.Yellow Sea Fisheries Research Institute,
Chinese Academy of Fishery Sciences, Qingdao 266071, China; 3. Ocean and Fisheries College, Huaihai Institute of Technology,
Lianyungang 222005, China)

Abstract: White spot syndrome was a viral disease that seriously threatened shrimp aquaculture. In order to study
the molecular basis related to WSSV-resistance in Fenneropenaeus chinensis, “Huanghai No.2” was challenged by
WSSV. There were 59 shrimps survived from the challenge experiment after twenty days post-infection in the end.
The gene expression in survival shrimps twenty days post-infection was compared with the earliest moribund shrimps
in post-infection by mRNA Differential Display PCR. Forty-six positive differential fragments were recovered. Then
sequences of the positive differential fragments were determined and blasted in GenBank. Most of them were found
to code proteins related to oxidative phosphorylation, protein synthesis, glycolysis and signal transduction. The study
showed partly the molecular basis related to WSSV-resistant in shrimp, and provided basis data for understanding
mechanisms related to WSSV-resistant in shrimp studying and the WSSV -resistant shrimp breeding. [Journal of
Fishery Sciences of China,2010,17 (2): |
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