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1.1 #FASKIERK DNA 12E

2008 4 8-10 J , EULFEIHI X (& 1,36 1) Bl
KA HAVRUF 9 ANBF A BER A 60 2, TooK & B2 [
S S I ST A, - Ok " SR AL A £
LU 4 DNA, TE (pH 8.0) I i Jo I 5 e J3 Fnaf
JE, 20 CHAAEE

x1 HFHARBERREMCEREE
Tab.1 Sample sites of M. nipponense in Hongze Lake

LN RAEH FEAEL
Stock Sampling site Sample nos.
1 R GL) P LR R 60
P IB e SRR 60
£l 1ZS R Il 60
fififfz BJ IT e DA A4 60
i LH Wt B L 60
4 BC U EL A 60
A CH e L i £ 60
RAET] Ut FL A AR 60
XU BFG Wi 1 AU 60
0 20 40km N
N I\ A
33.5°

® i CH

o “LIBC
e HELH ERE%BFC
° °

EFINLZS
[ ]

o fif4iB]

] 431 Legend
o b
33° {  Sampling spot

118.5° 119°E

PU1 BEEESIAER 9 4> H AT MR A SRR
Fig. 1 Sample sites of 9 M.nipponense stocks in Hongze Lake

1.2 RIEERN

8 X DB A 4T IF & (% 2", PCR
S WA F 410 pl, AL 45 1 x PCRbuffer, 1.5 mmol
Mg™*,200 pmol dNTP,200 pmol |- F i 5] #,0.1 U
Taq T, 100 ng FEAR , KB 28 FIKENSF

PCR JBERHUS RS H)ERT% PCR J72: (Semi-
touchdown PCR), LAV /b JE Fy 5 M 25 7= 2, ] g
2k H:(1)95 C 4min; (2)94 °C 30s; (3)(T,+4)
30,380 1 CE T,;(4)72°C 30 s; (T,+4) E(T,+1)
& 4R, T, B 30 AMEH; (5)72°C 8 min; (64 °C
Ao

PCR J=¥) 4 1.5% BENRHE LIk WK A A% I,
8% AF 715 14 5 TN 9 Tk Jie 5 ¢ P WKk 40 15, ] pBR322
DNA/Mspl fERFRUESTF-it, FLUKHL R 8 Viem, PRkt
Pk ge e " R MBI
1.3 BIESHR

MR A B s S L, R GENPOP 4.0
HEAT A5 1% 43 B, o 58 45 7 5 B (Number of
Allele, A) JIZ4 4 (Observed heterozygosity , H,)
FIEE 24 & (Expected heterozygosity, H,), FI| H U
K86 117 Hardy-Weinberg *F-14 , & F Bonferroni 77
TR IE Y AR RS P (BRI 2% A sk st
Fl. H Botstein % " iy 23 SR TR 5 2 4
{5 B & (Polymorphism information content, PIC ),

F F ARLEQUIN 3.1 3 3 B 4% 38 1% 2 L Y
F-5i145 (F-statistics, Fp) N5 224381 (AMOVA ),
F) FH DISPAN T BRI ] Nei’ s 1215 5 55 (Genetic
distance, D, )" 3T D, 4> BIFSEE NJ F1 UPGMA %
G0, IFHEAT Bootstrap K5 o

R A5 07 S5 07 PRI, Jik T IE BR AT S A
Y (Infinite allele model , TAM ) 3B €55 (Step-
wise mutation model, SMM ) F1 X AH 2 75 55 A (Two-
phased model of mutation, TPM ), #) ] BOTTLENECK
3.4% i B ¥ W] 2 & (Expected average
heterozygosity, Hy,), L5 4 1.000 4>, I3 i 7554
5% (Sign test) Fll Wilcoxon £F 5 Fk I K %5 (Wilcoxon
sign rank test) M4 G B B, DAE i o Hr
FEARTAR — IR ARG TR ARG sk
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174

F2 HABRMIESIWHEFES
Tab.2 Sequences of SSR primers of M. nipponense

B SIYFAN (57 -3") EVC-E Feols
Locus Primer (5’ -3") Repeat motif GenBank accession No.
o T
s Gl
ot G
S,
was Do

T PR 5145 R-Sa 514 .

Note: F—forward primer, R-reverse primer.

2 ERE5HH

2.1 BHEEESHEMN

8 Xt AT WITE 9 A~ H AVRERFEAR 415 2]
TSR G K 2 Sy Mniol 518076 9 MREA Y
W B AR R RO A 2 A B N ER 3
Ji7R 8 A TR AL A AL B BN T 8 ~ 24 22
], Z 2545 B & PIC /v T 0.564 6 ~ 0.931 8 Z[],

AR VTR T IR ST

9 A~ HF A BE AR 1Y 5t A% Z HEE S 80N 3 4 B
TN AE 9 AR 3 IR A 14 25 A6 B PR U R
(A=10.50), 5L 5 HE AR e /N (A=8.75) 5 i XL T 1K
W3 2 2505 B S i (PIC=0.773 2) FIPE-H1 1 8 240 &
i (H,=0.804 4) 5 K, #fI5E K 5 /)N (P1C=0.657 2,
H,=0.698 2), HIULAIHL, X 5 WUBHAR B ZFE
PER g, A SRR XA

®3 HFHEXBN S MAIEMAARNEFNERH LEERESTERRE
Tab. 3 Statistic number of effective alleles, expected and observed heterozygosity and polymorphism information content
for 8 microsatellite loci of M. nipponense in Hongze Lake

g BROEREC ARG WA WA 2 LEHEBOR
Lo Number of Number of effective Expected Observed Polymorphism information
alleles, A alleles, N, heterozygosity, H, heterozygosity, H, content, PIC
MniOl 10 4.212 0.7633 0.5167 0.7350
Mni03 8 2.507 0.6017 0.4926 0.5646
Mnio4 23 7.968 0.8753 0.4222 0.8625
Mni06 16 4.927 0.7978 0.1296 0.7747
MniO7 15 3.958 0.7480 0.1222 0.7141
Mni09 13 5.040 0.8023 0.2630 0.7753
Mnil0O 24 13.820 0.9285 0.6833 0.9229
Mnil3 21 15.515 0.9364 0.4333 0.9318
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1 2 3 4 5 6 7 8 6 101112 M 13 1415 16 1718

w1 = .-
el Ll T i T li .
EELeE, e wguweSel

P2 519 Mniol 7E 9 A~ B AR ERREA 35 1 Ha ok 1
Mz ST HEARIE; 1-24: 24 DMRFEA 2051 9 HEE.
Fig. 2 Electrophoretogram of locus MniOI of 9 stocks of M. nipponense
M: Molecular maker; 1-24: 24 individuals from 9 stocks respectively.
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2.2 Hardy-Weinberg &4

Fi| 1l Hardy-Weinberg 1 X 4 4~ BEAR op 454>
D7 5L P ERIR S TR B (3 4), B E bR L
Bonferroni B 1IE (P<0.005) |5, &5 BHAE /DA 5

AL B 5 R S Hardy-Weinberg -7, H A g G2 7%
A 5 LR, e B 300 21 I HE R SR R
A 6 ALk, REXEREAA 7 ML, A AR
A 8 AT,

R4 HFEHINBRBNFANIERESEYE
Tab.4 Summary statistics analysis of genetic diversity in 9 M.niponense stocks in Hongze Lake

FIRE 4 B Locus )
Stock  Index 37,07 Mni03 Mnio4  Mni06  Mni07  Mni09  MnilO Mnil3 Total

A 7 3 12 6 7 3 18 16 9.63
GLJ H, 0.6167 0.2667 0.3667* 0.1167* 0.1500% 0.2833* 0.7000%* 0.4000* 0.3625
H. 0.7770 0.2616 0.8798 0.7901 0.7564 0.7671 0.9165 0.9076 0.7570

A 6 4 13 8 8 11 19 15 10.50
JB H, 0.5000%* 0.5667 0.4167* 0.1167* 0.0500* 0.4000* 0.8667 0.4500* 0.4208
H, 0.7979 0.5552 0.8611 0.7591 0.6892 0.8189 0.9102 0.9034 0.7869

A 9 6 17 7 10 7 14 11 10.13
BFG H, 0.6167 0.6000 0.5500%  0.1667*  0.2000*  0.2000%*  0.3333* 0.3833* 0.3813
A, 0.7798 0.6296 0.8800 0.7997 0.7730 0.7728 0.9211 0.8794 0.8044

A 4 4 12 7 10 8 16 16 9.63
LZS H, 0.4333 0.5833 0.5833*  0.1333*  0.0667*  0.2833*  0.7167* 0.2667* 0.3896
H, 0.5599 0.4696 0.8326 0.6937 0.7265 0.8129 0.9066 0.9248 0.7408

A 6 5 9 7 5 8 18 14 9.00
BJ H,  0.4667* 0.2667 0.1000* 0.2167 0.0833*  0.1500* 0.8167 0.3333* 0.3042
H, 0.7534 0.2968 0.6800 0.5847 0.6699 0.7710 0.9102 0.9196 0.6982

A 6 5 12 4 6 10 17 13 9.13
BC H, 0.4167 0.4167* 0.4500%  0.0500*  0.2000*  0.2167*  0.6000%* 0.5833* 0.3667
H. 0.7046 0.5891 0.7975 0.5704 0.6724 0.7791 0.9273 0.9034 0.7430

A 7 4 10 8 9 8 16 15 9.63
LH H, 0.5667%* 0.5167 0.4833* 0.1333* 0.1000* 0.2667* 0.7333* 0.3167* 0.3896
H. 0.7430 0.4332 0.8120 0.6913 0.8263 0.7791 09111 0.9252% 0.7652

A 5 7 10 4 9 8 21 16 10.00
CH H, 0.6000 0.8667 0.3833* 0.1500* 0.1833* 0.2167* 0.6500* 0.6333* 0.4604
H, 0.7108 0.7148 0.8231 0.5584 0.7153 0.7724 0.9347 0.9258 0.7694

A 5 6 7 8 5 9 17 13 8.75
1) H, 0.3833 0.3500* 0.4667*  0.0833*  0.0667*  0.3500%  0.7333* 0.5333* 0.3708
H, 0.6054 0.6769 0.7634 0.7532 0.5766 0.83064 0.9235 0.9052 0.7512

H: * 22 Bonferroni £21E 54T .2 i 5 Hardy-Weinberg (P<0.005 ), HAV R AZLE AL .

Note: * Extremely significant deviations of Hardy-Weinberg expections after Bonferroni correction (P<0.005 ), locus showing heterozygote

deficiency.

2.3 RIS T

T TAM, TPM A1 SMM A9 1535, 45 31 73t 3 1)
H A TR IR EARTE 3 Fh 58 AR AT B-F- Y I B &
FE Hyy (£ 5), 7 IAM RBT,9 MRS 7 A H
P10 Hyo, HoH Mnil0 F0 Mnil3 43755 Hy 5 Hy, 2%

Sl s 7R TPM B T, MniOl . Mni09 . MnilO
N Mnil3 {57 55, Hy 5 Hyg, o Mnil0 £ 55 Hy 5
Hyo 255 5.3, Mnil3 {085 Hy 5 Hey 22 70003

£ SMM BT, Mnil0 Fl Mnil3 {755 Hy, 5T Hiy,
H v Mni03 1 Mni09 i 53 Hy 5 Hy, 25 7 10 %,
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MniO4 . Mni06 F1 MniO7 {57 5, Hy 5 Hy 25570 585

555K 56 Al Wilcoxon 14555 Bk U A6 56 119 285 1L I,
% 6,16 IAM X T, BREUEERFIARSN  HABTEAR I i
BT RAR - RO, R 42 A R P
WA HATR AR A 5 1038 Bl & ), 7
TPM X T, Wilcoxon £ Bk UK 5045 R i = R

D 1 TSGR R A 25 i 5 17 R — A P,
SR i B T R — IR, R B e
B B R, AE SMM RIX T, AT S A R A
RS R SR A 3 O 2 1 R AR - IS A, R
A A L] Wilcoxon 5 BRI 45 I iR
PR A IR A S B2 R

RS OHNFH 9 A BABEREHAR T E L IR 54T
Tab.5 Bottleneck test by locus in 9 M. nipponense stocks in Hongze Lake
8 i IAM TPM SMM
Locus Hy, DH/SD P Hy DH/SD P Hy DH/SD P
Mniol 0.763 0.598 1.052 0.106 0.728 0.427 0.402 0.821 -1.461 0.071
Mni03 0.602 0.529 0.410 0.432 0.661 -0.532 0.248 0.774 -3.289 0.016*
Mni04 0.875 0.805 0.919 0.124 0.887 -0.397 0.279 0.926 -3.866 0.007%*
Mni0O6 0.798 0.725 0.655 0.274 0.835 -0.864 0.175 0.891 -4.638 0.001%*
Mni07 0.748 0.705 0.377 0.435 0.821 -1.437 0.083 0.882 -6.018 0.001%*
Mni09 0.802 0.668 1.046 0.098 0.789 0.217 0.515 0.865 -2.318 0.038*
Mnil0 0.929 0.811 1.655 0.000%* 0.893 1.385 0.033* 0.928 0.018 0.459
Mnil3 0.936 0.788 1.841 0.000%* 0.876 1.975 0.000%** 0.917 0.553 0.072

1:: DH/SD #R Hy 15 Hyy W25 9hRMEMR 222 1 %7 R Hy 5 Hyy 225 135 (P<0.05) 3"+ FIR Hy 15 Hy, 225 1.3 (P<0.01).
Note: DH/SD means Ratio of deviation to the standard deviation of Hy, and Hy,. “*” means significant difference (P<0.05) ;“#*” means extremely

significant difference (P<0.01 ).

=6

HEW 9T ERBNBHERE-FRTEIN

Tab. 6 Departures from mutation—drift equilibrium in 9 M. nipponense stocks in Hongze Lake

) Sign test Wilcoxon sign-rank
fifi IAM TPM SMM 1AM TPM SMM
H./H, P H./H, P H./H, P P P P
GLJ N 0.091 7/1 0.096 4/4 0.435 0.008** 0.012* 0.945
JB 8/0 0.016* 7/1 0.100 1/7 0.011* 0.004%* 0.055 0.055
BFG 8/0 0.017* 5/3 0.594 4/4 0.441 0.004%* 0.074 0.461
LZS 8/0 0.014* 5/3 0.570 3/5 0.193 0.004%* 0.383 0.195
BJ 5/3 0.586 5/3 0.568 3/5 0.186 0.250 0.945 0.195
BC 8/0 0.015%* 6/2 0.300 2/6 0.054 0.004%* 0.195 0.250
LH 8/0 0.015* 6/2 0.288 3/5 0.201 0.004** 0.039* 0313
CH 8/0 0.015%* 7/1 0.101 3/5 0.190 0.004%* 0.039* 0.230
1 8/0 0.014* 7/1 0.100 3/5 0.189 0.004%* 0.008%* 0.461
Total 8/0 0.018* 4/4 0.435 2/6 0.059 0.004** 1.000 0.020*

W H/H Fomint

TS A RSB L7 Fm i W ES Hardy-Weinberg “FAi(P<0.05 ).

Note: H,/H, means Ratio of loci number with heterozygosity excess to deficiency; “*” means Significant deviation from Hardy-Weinberg equilibrium

(P<0.05).

24 BEEESK

BE T AR SRR O A EOR (] 1 B AR T8
HF Nei” s 851 2 Q036 7 B, e R 5 AL AR A
IF1] 352 4% 4 B9 B E (D,=0.288 5), I T 1 5% 1~ 1L BE A4

TF1] 35 B S T (D,=0.129 7) 3 9 NP BEARAE 8
A JREAL BRI ECRT Fo W2 7 7R, 2T LA
HERFAIE A% [ P8 5N /N (Fg =0.030 8), FHAEFI
IS VIR AR =2 i) g A2 [ 2 1 B0 K (Fgp =0.106 5), FL
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O ANTHEMAR ) 58 7% 18] R 98 B 22 S 2 (P<0.01), 9 MR IEAL AR S o BVE S 9 6.43%, LK BB 2
ABEARREE S 50 AMOVA 23 B4 SR Nk 8 B F/KF-(P<0.01).

x7 BHARBEHEEE F-SHE(Fo, MALT ) MIBEES(D,, XALLE)

Tab.7 Pairwise Fg, estimates ( Fg;, below diagonal ) and genetic distance (D, , above diagonal ) among M. nipponense stocks

FEMR Stock GLJ JB BFG LZS BJ BC LH CH JJ

GLJ 0.1533 0.2076 0.1408 0.1812 0.2284 0.1884 0.2306 0.2855
JB 0.0466 0.1521 0.1561 0.1744 0.1990 0.1722 0.1664 0.2240

BFG 0.0515 0.0362 0.2290 0.2141 0.2245 0.1939 0.2320 0.1879

LZS 0.0405 0.0532 0.0766 0.1710 0.1754 0.1297 0.1811 0.1942
BJ 0.0660 0.0719 0.0833 0.0593 0.1584 0.1924 0.2166 0.1835
BC 0.0768 0.0739 0.0827 0.0550 0.0491 0.1887 0.1991 0.1619
LH 0.0443 0.0509 0.0648 0.0308 0.0647 0.0588 0.1675 0.2003
CH 0.1006 0.0754 0.0888 0.0755 0.0975 0.0670 0.0717 0.2094
JJ 0.1065 0.0869 0.0690 0.0701 0.0887 0.0622 0.0756 0.0712

x8 HABMBESFHESN
Tab.8 AMOVA analysis among M. nipponense stocks

AR5 FI 1 EE FI7 A T My T 22 1%
Source of variation df Sum of squares Variance components Percentage of variance
FfAATE] Among stocks 8 236.947 0.20890 V, 6.43
FEA AR
Among individual within stock >3l 2416.500 1.50968 Vi, 46.45
AMA[E] Within individuals 540 827.000 1.53148 V, 47.12
&VIE S Total variation 1099 3480.447 3.25006

T D, BALEES AT, AT NI R UPGMA 54 —if, &1 1l IR AR — , A TSR
R RER SR —2 (K 3,405 UPGMA [8), B fE—i, IR AR SR e, 1Moy AR S
P EAHSBAO AR A — , BIFEI GREKGBEIHASRIE BT 1l IRERE AR AE—ik

52 VA
51 LH
27 GLJ
54 — | BJ
52 BC
[ JB
561 BFC
CH
1

El 3 JEF D, MBI E N UPGMA BB (B 5 R Bootstrap 1 BAH )

Fig. 3 UPGMA clustering tree based on D, genetic distance (Number indicating bootstrap confidence values )

PEH ROPRUE, JE T B 280 (PIC>0.5), PRI 4L
bric T s A% 2R E SR A0 o
AWFFCRHE 8 MU D ENMN S L2 BEE &= HEEE) B ASVR IR O B A BEARSE S R s
PIC /T 0.564 6 ~ 0.931 8 22 [ii] , L4l Botstein 2 " B4 T 0.698 2 ~ 0.804 4 2 [i], [t % [{ %' [T IR UF

3 itig
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(M. rosenbergii) (H,= 0.64 ~ 0.73)" &5, 5MKFF
B CIRIF (H, = 0.66 ~ 0.90) " AH3E . I AT LA ,
PRI H A VR AR 2 & AR A i, AR D st AL
AR SRR, BRI SRR 59, oA F B e 24
P o TEUREEMIM X EE ST, H AR SRR B IR [ SRR
X, AT DA S b A 5O bR K S8 H AR T AR B
AR UR

PR HASTRER O ANEFA R rh AR I3k
IS R AR AIE A% 2 oo T PE A A B A R
ARSFREAR, LR R AT g2 PR TR [ 7K 38 B A
TRAR B A AF AN [ 3 R, T & — i Ak
WA, KIS AR A T 3% UL e | JHm] ST ok
DI o 1IN 511 A | | Rl b %) @ $2 8- N 5|
S SR 7K 20 7K AL T RS X UE T PG H ASVR IR
E0 QG o) L7 Ja sy e SR8 - A 0 = ol AR 9 @ e M P ]
LUV B R A s R

MO ANTEURIA] D, 1815 B 88 L) R A% [ 2 1 4
Fo KF BRI B L 708 507 T 0.030 8 ~ 0.106 5
0] B TR AR RE LA R 943k (0.05<Fg<0.15)™,
PRI H AR T AR AR 8] 35 1% [ 2 P8 4L oy S 0.064 3
(P<0.01), J@ a5k, PRI IEA b B2, T
B 5 HAR 3 S PEAR G, B H A TR R0k B 1455
S RE AR B8 7 51, 2280 1) BE R Tk Bl oAt
KRR L ACEE S AU K kR A R I
Wi

MHEIALL T Hardy-Weinberg SEA7E], 4555 3k
DRIFE TR T o0 A AR 2R A AR, LR 2
FU B G B 2 A W27 . AFREE AR
1,9 A~ H A TR AR AR R 2500 TR 6 S R I 2%
G, HZ Bonferroni £ IEJ& 5204 5 A7
B E WS T Hardy-Weinberg A7, I 22 E A2
FH AT DL, PRI B AT SRR A T2 2850 15 i
%} Hardy-Weinberg “/-ffj, #{4&4LT Hardy-Weinberg
ST AR S PR AR SR SR, BEDLASTRC, IR
AR A TR M AL AR S B, LRI H
AT UR R T AL R 2 00 A5 0 25 Hardy-Weinberg ~F-
i, X AT BB T H A TR SRS [R] IX (Rl 4 sl %
ST B, XS S T RER A PG i H AV iR

SR TR B BB /K TV TR 1) Pl s A Rk,
YR RESR T ¥ B AR AR [R] K 384l A 355 2 i 9k sh %
By, X LR SR T LA | AN [R]A DX [] (%) H A T8 R
PRI 2y, a7 5 | R AT X H AR TR iR I 25 T Hardy-
Weinberg -,

A A FNE N BB T B RSN, 2
76 TAM BEALBER T AR FHIESC ™, Hi7E SMM kA
R TIAR—E ABRE M EE 2, th A B0 1A A
SERTTE— B AR P R AR S A
AR AR T Bl A FE TAM RN TPM 2 vtk Al XA X
FeR A il . SR AT 45 R B, 78 TAM A%
L PREIX 9 A B AT AR ERATE BT A 05 R R
Tt i, A 2 ALY Hy 5 Hyy 2590 8% 78
TPM WIBIE T, 4 4 M7 s I Ry 24 o R
B A 2N E RIS Hy 5 Hy 25 83
U E . TPM AR SMM 5 1AM By [aj
RSO R A ORI AR A TPM B I
BRSO SRS 00 ™ PR, B DR A S
SB T PRI B AR AR S C 2 s T 58
A5 — IR T

A5 K6 3 T Wilcoxon 45 B6 TR K 36 14 25
KT AE TAM BEALRER 2 Rl o6 26 B, L3
ESELINENTE e T S M et P U DA (ER
TPM #FALAEL R, 2 Rk g0 R B, S H A TR AR
ANEF BENZRA TR S — MBI Wilcoxon
PS5 BRI LA 5 R 38 A Ge T R A X 3 i,
AT T 4 05 DA EAE B R A B AR A 23 P2
DRI, AR5 45 SR W T2 ) AR T3 e A 3 10
B 2 i BV , FEAKICE A TR

SE Lk
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Microsatellite analysis of genetic diversity in 9 wild stocks of oriental
river prawn Macrobrachium nipponense in Hongze Lake

FENG Jianbin'>, WU Chunlin', DING Huaiyu’, HUA Xueming', LI Yingsen', LI Jiale'*’

(1. Key Laboratory of Exploration and Utilization of Aquatic Genetic Resources, Shanghai Ocean University, Ministry of Education,
Shanghai 201306, China; 2. Jiangsu Key Laboratory for Eco-Agricultural Biotechnology around Hongze lake, Huaiyin Nomal College,
Huaian 223300, China; 3. Aquaculture Division, E-Institute of Shanghai Universities, Shanghai 201306, China )

Abstract: Genetic diversity of 9 wild stocks of oriental river prawn Macrobrachium nipponense in Hongze Lake,
i.e. 9 stocks of Bi-feng-gang (BFG ), Jiang-ba (JB), Gao-liang-jian (GLJ), Bao-ji (BJ), Lao-zi-shan (LZS), Lin-huai
(LH), Ban-cheng (BC ), Cheng-he (CH) and Jie-ji (JJ ), were investigated using 8 microsatellite DNA loci. The allele
numbers, effective allele numbers, observed heterozygosity and expected heterozygosity under Hardy-Weinberg
equilibrium were estimated to characterize genetic diversity. Tests to detect excess heterozygosity in a population
at mutation-drift equilibrium were analyzed. The results showed that all the 8 loci were highly polymorphic.
Tests of departures from Hardy-Weinberg equilibrium indicated at least 5 loci in each stock were with significant
heterozygosity deficiency. There was significant deviation from Hardy-Weinberg Equilibrium in all stocks. All of the
9 stocks in Hongze Lake showed high genetic diversities, and the genetic diversities of stocks in eastern and ceniral
Hongze Lake such as BFJ and JB were higher than those in the western lake including BJ and JJ. The oriental river
prawn stocks in Hongze Lake were partly different from mutation-drift equilibrium with partly heterozygote excesses,
which might indicate that the stock, did not suffer bottleneck effects in the past as well as the recent stock decline.
Fgr and AMOVA analysis across all stocks and loci indicated that there was medium level of divergence among the
9 stocks. NJ and UPGMA clustering tree based on D, genetic distance demonstrated that the stocks of adjacent
geographical position clustered together. [Journal of Fishery Sciences of China,2010,17 (2) : 218-227]

Key words: Hongze Lake; Macrobrachium nipponense ; microsatellite; genetic diversity
Corresponding author: LI Jiale. E-mail: jlli2009@126.com



