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KT RaMBEETRANFEEXE
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(PRKFHFMER FARUFRY S, H L4 214081)

W OE.1996~1997 $2 FPAKHe6 Ak & K B k4R & ( Protosalanz chinensis ) X # Hk &
{ Neosalanx reganius)#"%‘&'ﬁ'&ﬁ_@.( Neosalanx oligodontis), FAMEPH 2 M6 RAPD A5 EeH¥
B EEA B ER, B —F 6 DNA 4474 EA0 a2 AHATFRTRES, kFg e REHRE

HEERRE, RV AT TRALS HiRE,

R K3 R Kok a; FENRE; FHXE

@422 .0959.466 TIRIAR:A
#H4 E R T8 B (Selmoniformes) . 8 B
(Salangidae)ﬁg_‘%fj‘gﬂﬁgé[l]o BREN, BT
B R MR AT 1 FI R ST, G AT R
mTHEAaEEE /N, EAXEENTFERE, KRR
s P, KW FE KR A (Proosalans
chinensis ) X BF R ( Neosalanx taihuensis ) T
$ 48 8 ( Neosalanx oligodontis ) M F KR 1
( Neoselanx reganius). KEaMAMFRAaER
TREO MR B MK IR T8 A A s IRt B R A A —
- MoK B AT, BA T A KA MUK | IR
BEEREBRAL, BERMPHIHEXERLE
T, KERPIEEALN S 4 HFHRED . AR
S A BB 2 45, BRSBTS anE
KEBBRE(N. pseudotaihuensis), AR L HE EXK
Mprma et MG ENEERy, ZEF L
H19:100, XE TR PFE I MHELER
1, RN 1996 4 11 AM 1997 5 HM 9 A%
TE AW B0 AR 7 LR AR B R T L AR A %

WA AR 1998 -11- 16

BEME. KR FEEERETE (RIS - A-96-01-04)

fEEmA, M2 (1938 - ), B, EBHA, PEATFHERTR
PR RUTAT A LTI R, W5 B0, AFEEREH R LR
ARBFF.

LW TEH, L BRI R SRR R L 6 K
BRI, 3 F RAPD BRI T X RRA. KB
FHRANELFHANFERR, FnE 2054
JREMEEEAS KT ANILARAA RE
MR,

1 FREEE

1.1 XWHE

1996 4E 11 A.1997 4E 5 AR 9 A,3 WIEXM
6 ARERERBARE ANEABRBE. KBHE
aRREgHEmn, HRRENEREM, SHEA
S REKBABIRE 0 B MEHER2HE
FHEE ZRTRE, AERR DNA, FIERM
6ARBHER TRBTRAEEXNPNIELIH
B
1.2 R@HE
1.2.1 EFHER  BEESARYSIYKR Z P
#71-20 B R Kit A P 4 5)E%EE Operon 27
5 Tag DNA B AR . INTPs FREXAED TH
AHEIE . PCR LA %HE PE 4 ¥ & Perkin Elmer
Cetus DNA Thermal Cycler 480,
1.2.2 & DNA BIR&E BRBESIL 100
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mg ALRA S, %5 T8 B BRI DNAP, 3
HH¥E M6 B T B DNA B S 1 S Ry BT Al
B, BREE long/pL. BFICHREEH.
1.2.3 RAPD BRE # Williams 28y gkt 47(6],
1.2.4 SWAE HBIERAPD ¥R BEKFR,
SRETHEOR N FTHEOR R B L B A ¥, TEMIRRYIE R
b, HERIER 1L, ARANEER O, AR S,
= 2n,/ (0, + my) HEE AR E B A DR 2, R
o, B My BREFR, n, Fn, 24
K fuy BT REEHET,
BEAMAEMUTEEES)EREARFORA
ENEIL LR g ol it PN s3I b e i E VRS R
(S, ) ARHE : PR EABE; POMENAS
PR AREEN ST, AARA D=1-5 it
BEREIMBIEEER, Sitat{UCREWREND 2
Ho

2 &R

HAMRELR e MRBAHKEEA, KHFR
AR A 2 KA U 348 4 3 T RAPD 4
W, fExKEa. X¥HRadTREsre, 238
K RAPD Ei# b5 0 B84 (No. 9) FIRIE LA
BERMHBARBIHE 8 SHM(Ne. 8)AFS
HeEanfEgErgk, B BX2 MRS
Kifa KBFda BEFEAMRSREXERAR
8, DIEHENZENER, ERRAKS S
¥, B OPZ02 1 OPZIS AT M= i, Hif
RIS MRERERE R N B E

5. ®1 85759 OPAO4, OPZ12 A1 OPZ19 4
BfNo.9.No. 8 I R 3 HEREAaESR&NT
WEE TUEREMNT NS ERSRENE
EMER, REYV MG B2 R85
TSSO E R (R 1), FPHBRGELE
BEMMERERNBEEEMNBEEER,

10 11121314 13

{m:\DNA/EecoRI + Hindll, 1.6,11:No.9;2.7.12: No.8;3.8.13: X

RS HE Mixed sample of P. chinensis;4.9.14: X S#rE iR

A H 8 Mixed sample of N. taihuensis; 510,15 R FHEREH

#%) Mixed sample of N. ofigadonris. )

1 SI%10PA04(1~5).OPZ12(6~10} OPZ19(11 ~15)

THRER No.9. No.8 LLE 3 BRI RAPD B
RAPD patterns of No. 9, No. 8, samples of P.
chinensis, N. taihuensis and N. eligodontis
generated by primers OPAO4 (1 - §), OPZI2(6 -
10}, and OPZ19(11 - 15}

Fig. 1

®1 No.9.No.8, KM, LMWAG, WiGHME Y BHHBEECERBINBEER"
Table 1 Genetic similarity indices and genetic distances between No.9, No. 8, P, chinensis, N. taikuensis and N . oligodontis ©

-3 No.9 No.8 iﬁﬁ KUFRE KiuEFias

Sammple P. chinensis N. tathuensis N . oligodontis
No.9 — 0.366 0.757 0.357 0.400
No.8 0.634 — 0.276 0.571 8.377
KR P. chinensis 0.243 0.724 - 0.314 0.327
AMABRME N. taikuensis 0.643 0.429 0.686 — 0.785
HEFEE N oligodontis 0.600 6.623 ¢ 673 0.215 —

E R P EEMPRNTFRFTREREMEEY, TEAPHEFRTRIZER. Daa above the diagnal represent the genetic similarity indices

and below the diagnal represent the genetic distances.

H UPGMA 247 240, ta g el i

REEIELA 2,
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FIAFR A N taihuensis
G PR B N. oligodontis

No.B

S#f P chinensis

No.9

I T T T T
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! Ofﬁﬂ;ﬁﬁ Genetic distance

M2 R No.9.No.8 K& KHFHE WA ANRGERRAE
Fig.2 Dendrogram of 2 unkown samples No.9, No.8, and P. chinensis, N.raihuensis and N . oligodontis based on their genetic

distances

1 e

REREINGERER, EXEE . ABHEAT
RGHBRAaZE, KREMET 2 HEANRER
L EBAR AN, 2 BIR 0,314 F1 0. 327, K#FHAR
UGB M A A T B2 0. 785, FORLHE,
ERENBEHEUEESREBE L(E 2), K#¥F
SEMELHFEAERICE 1 X, KEAESIN
1%, XRPXBHFBANEGHBEANEZRLR
PR MAHASHFREAMESHROANESX
FEOm, EREMNSEE L, KB 60
RETEFBEE( Neoszlanz ) B, KBANE T
KR AR ( Protosalanx )[g}o HIOWHRERS 3
FEANBEESRE—BN.

FEXARPTLL K BITE LS R FF A8 4 48 ix
MABER KBS RAET IR, 8 No. 9 Mt
No.8 #MEKBAMAMFRAENT HERTE
KMER(ELD, RETAEAFHANERRARE,
S AR R R WA R A R R A KR A I
RAEWERBaR, BARTFTRAREIRES
HEGHBAMNFMBREL R ETHERRER
AT ERITAH 21 151484 No. 9. No. 8, K4R
MBERSH AN FEARGHERS REFHEARE
HatbEENRER, SRR riEEaHEalE
HAprmie, W1 R IR, No.9 SABEZ
BB BRI SR 0. 757, AT KBMF R A
FEWFE Z AL K No. 0 SXBA
ZRMWERNBTHEAZER, ©5RMFRE . KH
FHRAZRREHLUEREESTHE 0357 A
0.400, MiEH No.9 53X 2 fififaZ MM EH KR

WRAFRIE R E B, 5 No. 9 WIEEMHEEL,
No.8 SAMBR & . KR FNIHIB /A KH#
eI 2 B2 0.571.0.276 0. 377, &H
No.8 RARTEHM 3 FRAaN—FEa, i
Z5h, No.9 #1 No.8 ZRIMTBEM A HHERERE
0.366, Bt 2 M RELR FARE M, RIER
AR RRICEH, X 2 HANAER R
2]

RO ITL R R, 7B P LIEE s FriR
fa, EAWRFH 6 M REREP, XEENAMT
BETSIXEREERD, FEHEANERK
MERHAERE, EEERES5X 3 HBAaLERH
R FA; No. 8 RE = IUBIKIE, No. 9 RAK
Wk, BEABESELRYE FSEBAMHFTAK
P RERE R =LA, R W TR
HTE 1992~ 1994 SF R X KB AT R W AR, ML
MEELER 2 AR T KA. FiRAaMEEH
SHEMEN, gaBHE T p. 1 Mep. 2; REHRHR
ZHRMPEAE 4 L LBal, SaRTRE
SRR, EXMPHES HEA, HREMNYH
5E, M — SRR EE,
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Study on lineages of Protosalanx chinensis, Neosalanx taihuensis
and N.oligodontis in Taihu Lake with RAPD technique

XIA De-quan, CAO Ying, WU Ting-ting, YANG Hong
(Freshwater Fisheries Research Center, Chinese Academy of Fishery Sciences, Wuxi 214081, China)

Abstract: Protosalanx chinensis, Neosalanx taithuensis and N . oligodontis were collected from 6 sampling sites
of Tathu Lake in 1996 and 1997. Among these there were two individuals whose RAPD patterns were

appreciably different from those of the others. And further analyses demonstrated that the two individuals should

belong to two different Salangid species other than the three species mentioned above. It is therefore speculated

based on the research results that in Lake Taihu there exist at least five but not four species of Salangid fishes.

Key words: Taihu Lake; Protosalanz chinensis; Neosalanx taihuensis; N . oligodontis;lineage
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