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RAPD SR 53 i far 2 AL 88 Fan R
SFRENERATH

RAR HRX EHEE

(O BR AL BF 50 B BRI AR F R, %5 R 150070)

B E AOAMM S TLae SO XL AFRRLINRARA S8
AT RAPD BEL, 473 366 &4, RIFSAMDNA HE 60 &, OB RXLRALSH
firde FOEREBESILLFIORARMEFEBRSHH0.77 #0.90, HAHE
B ELAGARAMEREAT L e ARaRTonw g EXNTR.

X#i) RAFD, oy Xe i, AFA

FHEHMT TN AEAIGRAER R LBIG T 2400 B I ER. WAL 40 FRES,E
A HFEAR KT B R R B a2 ST AR, AR R AR AT T el L,
REWEMAM LS ESRUR TE . TS lrm, N REEERETR
EMSHHE. #XFHNEEANRE-FRILAKREREED - BREHPE.
{2 B 35 R f A REME RIERMF, FRMEREEZ A A EATHESEEEZER
FeERILT | AR, FehRBE A R R EES R ERR, MEAITREFHRNE, ANEHT
FFEATE R 100 48, XHEHLFRETHABM. DNA G FIRRICEARBUR T XA
AR, HASBREANETE . DNAFFAPHESHRREAGTRERASTHE
B, to MR AR E R T AR FB. A 1987 4 Donis — Keller % AR AE —HKAK
RFLP(Restriction Fragment Lenth Polymorphism)® B A3k, DNA 4 FK T EF TR WA %
Atk 2 T A Rl 5 B i % O T A B oY B B R, H RAPD(Random Amplified Polymor-
phism DNA BIBEHLY 180 4 2 DNA) B R AR E, REBHBER R, REFZBFL,
L F L SR A, KRR FR 8 DEMF I DT 1A, e L8NS SN TUE
Rk BB MHERANER, T UESMEZHMER. SHEEREHC
I8 BT WAL A R SRS BE T R AR ERE A RN
HHE. A3HRAPD AN RABRKELRSEEHERA#T T UEIAERA
FE/M.
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1 HEREE

1.1 &8

1.1.1 XBEe RETFR(HERARBELTELLE, EHTRLEB(FARE)RYILH
RRBERM LB, NMea@nERENEFIETY B

1.1.2 BE#ISI4 W EEE Opron 248,

1.1.3 E{RdA A Promage 27l

1.1.4 PCR{% Jy3:HE PE 4 &) 9600 &,

1.2 FHik

1.2.1 ZEADNANHE 2RO TRE) —BHrED, B FETFHESA D, B
Je e T B, M S0ml $R AR ( 43 :0. 5M EDTA pHS. 0, 200p¢/ml Proteinase K, 0.5% Sarcosyl)
AR HERE S, 72 SOC KB AL 3 /Ned, AW BEH S ELERK. EHAENE
ARABHBEROHRBLEMBEE D DNA KR, SRERBH 08 10 540, BL 4
). WHE DNA KK, BEREER/ B (B 8405 ROBH R 25:24: D) BB RK, ¥
bR AERTR, X4 FHEFR (A S0mM Tris. Cl pH8. 0, 10mM NaCl) #E47 8 U0 347,
EFOD270<0.05, BB RPHREFAELE S, MAF DNA K RNA B, KIREN
100pg/ml, 37°C {18 3 /het, BHA&/ EHER =K, L FRAEH TE(R 4 10mM Trs. Cl pHS.
0, lmM EDTA pHS. 0) 473847, BTG WM B HHREREE#R.

1.2.2 RAPDEN V¥ H#ENE 250 B #HT, REKREH 10mM Trs. C (pHS. 3),
50raM KCl, 15mM MeCly, 0. 001% BH 5%, 0. 1% #9 Tritonx — 100, dATP. dGIP. dTTP. dCTP %&
0.2mM, 5| ¥10 0. 2pM, Taq B2 1.5 B4z, B4 DNA 25 S0ng, § 3% 5 7 PE — 9600 DNA
T ERFT. BFR BTN 1 55480, 36CH L 1 40480, 72C M 2 40, 2 45 53R
Ja, T2C JE(R 5 436b, TP 407E 1. S% 0B AR BRI b vl vk, EB 3o 68 )5 72 R AMT T & 3%
HH.

1.2.3 WBNE ZROAH, DR DNA FHEFSETRBLEE. QiR %E Rl
FH, AMERINREER A ERATERARO -S)E. S(E4AE)m TAKS. S=
2Ny/ (Ng + Ny}, B Ny 2 X Y B RSE ) RAPD 371080 N, Ny 2509 X | Y 4~
5 19 RAPD $R1E%8

2 &R

2.1 RAPD RRif=%

40 MRELEI (B 51408 10 MR X R a8 F H F#2R) . gl s
FAKFR)MBRIHFER(HY Fr) =R FAEES DNA #417 RAFD 5 ¥, B 5 4
FlHRT HH ONA 5 BSh, HESI RSB SmiER(LE 1), 724 366 &4, £y
SM51N9. 1 & THEBMABR/PEETEO.5-5.0 kb 2 H, HohfHfa@pE T 135
F, AL EL R A 118 &, BRITEHE4 113 £;:31 N5 77.5% ) By ™~
PHHATEEEDNA FE, L 60 KX BFMHa AL SN BHSME H/K 329
#& H/Y 3320 &.K/Y K 11 %&.

2.2 BEATREY
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HRT HRaBHEH RS R EA QL8 5 R 7T B 8 A5 R4 8 5785
ERALR L MEAEHERRSHLAENERERRNO.7, MfUABEERRSR
BRI HEATEREHR0.90, HARCAERELRNERASRRBIHENEEAR
FROBAEEANESE. HERMAHREELIFQaED.

C-15 C-16 C-17 C-18 C-18
HEY HEKY HEKY HEKY HEYM

— =

B 1 RAPD ¥ HE 5B P4 ik M
Fig.1 The map of electrobhresls product with RAPD
H:#ifia® K.HaIEHEEHE Y.REaH®E C-15~C- 195D
H: Red common carp  K:Red common carp(k)  Y:Cammon earp C- 15~C— 19 o primer

%1 HEOIMREMARNERETREN
Table 1 The varation index of Zenome of red common carp (k)

Ripieye ﬁﬂﬂﬂﬁﬁ! i WtLEr e
Cammon carp ed conmon carp(k) Red comanon carp
BRI R : — 0.0952 0.1613
Canenon carp
AR ER R 0.9048 - 0.2248
Red commen carplk)
ML e 0.8387 0.7752 —
Red carmmon carp

et R o S A ) 2 2 A T
The muretals sbovediagoal are recambination degrees of the genomic.

3 g

HRaOERERRREBRRBILKFHREHEFNES L ERANRERLR R
g BRI S ) SHOLE(SHRXF BAF AXARHRNRU NN 426 .HE
BNE.REEXEF A EANARHEL8N R BRZTRENFENT KR
B, A ZSRETRERARBEFENEREB X RBKRAF T ILMEN. X
e L SHEAFRANER, DHAEN T FEAAaagr AR SriRen. #
FA R R AR IS ARSI MER, EH RAFD AR 40 M5 HRER
KEHEREE, 1K TRERICHEEROTREN BB RXERR), %9 RAPD &

26 1203 1731:&i B4, 1988, HROEHELRNESZHERRTESFRR. RELA-TRENTIEHE,
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134 RHBFE RAPD ARSI BHES R SRR WREEYENL 9

RPFER N BEHBEBHE S THIZHEAR. AXRNEFATHERZSERFQHNRRAD
MAF G ERDSR, HRAEFTHAM K, WL G RAPD X—BA W2 THicK
A EEARTHEAREE SIARARLUANBBERNEF RSN E N, FHik, A
RAPD AR BT B G FHa0 2 B 20 0 — S & i Rt AT 0 F v i, BR—MAH
HE BB GOk

I RAPD BoAR XA HAR B i S 280 i b 5 BUE AR JEAT 3 B 410 L BB ST B R R
PIHE ACHEEANT RO OBARGRNERHARS FFEFNERNAHRH
ERFATRRAN, FRERAEREIHEF GRS FAZAERARCNEE, HEN
AR AT E AR B S SRR R 2 R A S A B R 4 2 Al R (LR B

$ £ x ™
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RAPD ANALYSIS OF THE GENOMIC CHANGE
IN RED COMMON CARP(K)

Ling ligun Sun Xiaowen Yan Xuechun
{Hei Longjiarg Rivery Research Institue, Chinese Academy of Fisheries Sciences, Harbin 150070)

ABSTRACT The gencomic changes of red common carp(k) and its parents were analysed with RAPD
method. 40 random primers were used to amplify genomic DINA of carnmon carp.red comommon carp and
red common carp(k). 366 bands were produced and 60 among them were polymorphism. The variation
index of genome was respectively 0. 77 {the genome of red comamon carp(k) to the gename of red com-
mmon carp) and (.90 (the gename of red cormon carp(k) o the genome of carmon carp) . The results
showed that greater variation occured between the genome of the red cormon carp(k) and cammon
carp.
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