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1.2.1 SREDZEEF4H DNA RUIEIN S X EHE
IR R R RS 1 77 v, 1R EUE 41 DNA. SCFEH
HEESEM AN 770, 0 e . BN
VI Sau3 ATX K 21 DNA #E1T 520 THAL S , FH R
2 FER R B9 50E R/l 250 ~ 1 000 bp DNA.
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2.4 SHEIMMTHENER
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M: 514751 ~13: 77 TEE R AR I 4
Fig. 1 Electrophoretic patterns of PCR products for the SCMO8 locus in Carassius au-

ratus gibelio

M:Primer. 1 - 13:C. a. gibelio samples from Shuangfeng Reservoir.
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Tab.1 30 pairs of primer and their characterization
55 BAEE/C Bk B K//bp HEFY
Number Annealing temperature Primer sequence Fragment length Repeat motif
SCMO01 F 51.5 GGGAATAGGTCTGTGCTTC 276 (AC) ,GA(CD),
R 51.7 TCCGGCTCGTATGTTGT
SCM02 F 48.3 GGGGAATACTGTGAGTCTAG 222 (CAD,
R 48.5 ACCATGATTACGCCAAG
SCM03 F 61.0 CCGCCGATCAAAATGACTAA 216 (TG>,N(GT),
R 61.1 GGTTTTTCTGGGGGTTTTGA
SCM04 F 49.3 TTCACTAGAACAGCAGGAGT 137 (CAD
R 49.4 ACAATGGTAACAGGGACAC
SCMO5 F 59.1 CAGCAATGGTAACAGGTCACA 240 (GT)
R 60.5 TAAAACGACGGCCAGTGAAT
SCMO06 F 59.9 ATACGCTTGGTTTTGCTGCT 231 (TG,
R 60.0 ATATGACTGGGGCCACAAGAGG
SCM07 F 60.0 TTGATGTTGCCTTTGCTCAG 242 (GT) 4
R 60.3 CGCCAAGCTATTTAGGTGACA
SCM08 F 50.5 GCTGTTTGCTCAGGGAC 258 (GAY,
R 51.4 TGGAGGAGGGTTAGGGT
SCM09 F 59.4 GCTTGTTTTGCTGCTCAAGA 226 (TG )5
R 60.0 ATATGACTGGGCCACAGAGG
SCM10 F 60.0 GAGCCGCTCTTACCTTGATG 156 (G,
R 60.8 GTCTCATCCGCTCCAAACTG
SCM11 F 60.1 AACTTCCATGCTCGGTATGC 242 (GT),TT(GT),
R 60.3 CGCCAAGCTATTTAGGTGACA
SCM12 F 60.2 AAGCACCGGAGATCATTCTG 248 (ACD,,
R 59.5 GGGGCCTCTCTGTTATTCCT
SCM13 F 60.2 AAGCACCGGAGATCATTCTG 166 (ACD,,
R 59.9 GTTTGCGATCGAGGTAAAGC
SCM14 F 60.5 ACCGGGGATCTGCATTTTAT 227 (TA);,(CA),
R 60.8 TGCCAATTCATTGCAGACAG
SCM15 F 59.4 AAGACTTGCTTTGTGGTCCAG 236 (AC); (AT)
R 60.1 TGTGGAATTGTGAGCGGATA
SCM16 F 60.0 CCGGGGATCTGCATTTATATT 224 (TA),,(CA),
R 60.1 GCCAATTCATTGCAGACAGTT
SCM17 F 58.0 TGAATCAGTCACCAAGTCAGAG 153 (GT),T(TG),,
R 60.0 CGACAGACGCATGAGGTAGA
SCM18 F 59.3 CCGGGGAATCTGATATCTTG 219 (ACD
R 60.1 TGTGGAATTGTGAGCGGATA
SCM19 F 60.1 GAATAGGGTCAGTGGCCAGA 168 (G,
R 59.8 CAGGGAGGGTCTGACAGAAG
SCM20 F 60.2 TTGTACGCTGGTTTGCATGT 229 (G, (TG) 4
R 60.1 GACCATGATTACGCCAAGCTA
SCM21 F 60.2 CCGCAGTATGCTCTGCTGT 177 (AG) (TG
R 60.2 CTAGAGGATCCGCATGGAAA
SCM22 F 60.0 CGGAGACAGTCTTGGAGGAG 231 (G,
R 60.1 GGCATCATTTGCTTTGACCT
SCM23 F 60.5 ACCGGGGATCTGCATTTTAT 227 (TA),,(CA),
R 60.8 TGCCAATTCATTGCAGACAG
SCM24 F 60.0 TTGATGTTGCCTTTGCTCAG 191 (GT) 4
R 57.6 GGTCGACTCTAGAGGATCAAAA
SCM25 F 48.1 GGGGATCTAATTGCACA 223 (ACD,,
R 47.4 CCCAGGCTTTACACTTT
SCM26 F 61.0 CGGGGAATCTCTGAGGAAAC 182 (GT)
R 60.1 AATGTGCAGCATTTTGTCCA
SCM27 F 57.7 ATGCTCTGCTTCAGACTGTGT 246 (CA>
R 60.3 CGCCAAGCTATTTAGGTGACA
SCM28 F 60.0 TTGGGAGGAGAAATGGAGTG 221 (G,
R 60.1 GGCATCATTTGCTTTGACCT
SCM29 F 60.3 GGGGATCACTGGAGACATTG 178 (TGY,
R 60.1 CATCAGCTTCAGCTCCATCA
SCM30 F 60.0 CGGAGACAGTCTTGGAGGAG 231 (G,
R_60.1 GGCATCATTTGCTTTGACCT

I :F. IEM 51975 R. A 514,

Note: F, forward primer; R, reverse primer.
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3.1 AEEER®

Bl AT — 8 SR FH B2 BV I 72K 40 e AN e b o 2
A BIGEER AT 4 R PR L, XM vk R e R,
R AN R 2 RS B R AR AR ST B, kAR P 5
BELBHZANMHEAR 28 FEL N ALY
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W B LGB, R K, B E R
G, MRS, SR T w5 Xt i B
B9 BN s W R BT T3, (5 5 A IE 2, S G
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T AR S8 T SR I 2 F 7 B0 4 el B 18 21
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3.2 FEREHMDIEFIFS
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THH 4 465, 27 J5 HRMB M RE 137 4 Ay
3.07% ,iX 5 Zane %" P& - 16 ta 25 /N A B
a0 A B R A0 B BE T v B BT o BT A
0.006% ~8.91% , V354 3. 10% "1145 RAART. ZEATTS
R B ERFFI, (CA), ERERIKEZE4~15, 7
%5@73035 K,25 RPA LD CE 2) . RTINS
s0f ] B
40

30F

% Count

2010

RN B Y- )

4-5  6-10 11-15 16-20 21-25 26-30 31-35
T I Repeat times

2 FIER# (CA), ERFIIHS A

Fig.2 (CA), repeat sequence distribution of silver crucian

carp

s, BRCCA), EREFHIN BB HEAMNER
J75): CAT) ~ (GA),. (CT), - (AAAT), . (TGTA), .
(CAT) B RH O EE HWM BERSIH, LF 3
AMEIAL, I AT RS TR B SAEE B . 7E 130 MY
BEFFIH, & CCA, MFFIF 127 A, ALK
RGIEL T h 4 465 A, W -FI 5 35 it
HEH M EEFF . AE I v R T B
/NEEHHE 750 ~800 bp, 13524 775 bp, B A+ H
HAE T IE RIS R A KA 2.7 x 104 bp Bt H
—A(CA), BHEFH, &5 AN KAL)+ Se it
(I F R 10 ~35 kb IR — O AR
3.3 AHIERENMBEHH

% [LE DNA ({0 5 J5 5 F 5 T R e 1 e
PAE SR — e L B, R b, 3 R 7 4%
TRESE R A R 2 B s DL . TSR 5 6 5 W0 B
AR eI £ A&, X R RS S 7 IE R
WAk, S B MM R TR CH es 1 1
6 ~8 45T, IXHE /R 7 IE 045 T B 2 /N A5 AR B A
£24k, B 2n =6x 3% 2n = 8x, B FIZE B b 4T T 244
AR L 1B AN HE B 70 35 A R A % 4 DL T R .
A 2 e B At A b Bt 2k R ek
HTE 50 £, [FIBTIE I A0 B L FE 22 b, R R h 2n
=100 A2 HI /R 415 DNA & &% 2n =50 ffk
(f) DNA 3 S BT A5G in . BRI, AR ATI A A J e
Pt A% 100 (M, AT AEE 2n(—4n?) =100
HIZEAL, T 150 + B B4R B 4R B AT B8 2 2n( —6m)
=150 = 12RO R 4, J7 IE AR E JEE R 1% 08 JL
PR R RS REUR R, B R R R
Fefld— 25 4R

AR F R B A 40 A 385 I B A5 1 e 2 1 s e 20 %1
RAEFBE AR 17HEZ R B R EI7E B RK
RS AR AE TR A St R —ANFT I, LR b, 7R
AT 77 1E B RUR K EE I AR 0 2 LUAR B F B A A7
TR, AR A R DUR DB R FE . LR
PSR 5144 s 45 UL ER, 7 IEAR S R A7 i 2 2
DAZR G S TEAENY, X TT BE AL /AT M R B AR A R
SRR BE AR S Fh BEAE A TR MR A BRI
1k A B A B 2 B 50 0 I, AR R B ) R R
SR YT ERVRTE BB A B e 0 R 1 AR B 3R —
WAEHE IS . A THERZ K& Y — Aok 2
T o R AR A PO HE BB — R 2 T Y, i
EWRUE IR RN %2R A 1, 58 Mz RS
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Isolation of microsatellites in Fangzheng silver crucian carp ( Carassius auratus
gibelio(Block) )and preliminary detection of PCR products

JIA Zhi-ying"?, LIANG Li-qun', SUN Xiao-wen'
(1. Heilongjiang River Fisheries Research Institute, Chinese Academy of Fishery Sciences, Harbin 150070, China: 2. College of Aqu-
life Sciences and Technology, Shanghai Fisheries university, Shanghai 200090, China )

Abstract: The partial genome library of the silver crucian carp was constructed by method of small fragments
DNA cloning and transferred to filter membrane by nonphotocopy method. The probe ( CA )5 was synthesized
and labeled with [ y-*>P] ATP, and was used to screen the library. One hundzed and thirty-seven positive
clones were obtained. After sequencing, there are 130 microsatellite sequences and perfect, imperfect and com-
pound ones take up 64. 3% ,16. 9% and 18. 8% ; respectively. One hundred and three pairs of primer were de-
signed with Primer Premier5. 0. software and 30 pairs of them were synthesized. Five primers were selected ran-
domly and amplified. The results show they can give good bands and the observed heterozygosity is high. [ Jour-
nal of Fishery Sciences of China,2006,13(6):990 —994 ]

Key words: gynogenetic; Carassius auratus gibelio; microsatellite DNA
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