ERUE-S BR
2007%1AH

O K TR

Journal of Fishery Sciences of China

Vol.14 No. 1
January 2007

BATSIEE ()X )EERZTTROEEEY

E AR A, R, K

. BRR R THEW R T 2140815 2. B ERZREFT AR WK EM B 5O, R K E S YR &7 5

MFREAEMEE S ITRERE, L T 214081

F8E 5% RAPD F 5 (77 i, X B FI T B 3E & (Oreochromis aurea) () 588 (Sini perca chuatsi) ( £ ) BI 2738 F R4
EHRE AR SR RBATIR, RITE & RIS FRIBEESEHER, HP, 8 FRERE AB.C3 M4 &,A
HENBR T T EAEHRTHFRE ABESTHEE, SRS BR TP Ea B R MBEEE R, METFRIBAS;C
AENBASFEELZNEXFR, ERRHE, XA LT FEA H ABHCAEMEZEM AL 45K 19.32%,
15. 30% .41. 33%.29. 80 %6 1 32. 31% , S| I %' A= £ 0 85 B f¥) i 1% AH LU 15 3% B0ORN 382 14 BE 5 23 5 4 0. 288 5 F1 1. 243 2,
AB.CAE5RX KRB REMUNERE S B 0. 343 4,0.293 7.0.328 7, fEFE 4 525 1. 068 9,1. 225 1,1. 112 5; 5 &
A B s AR AR AULE R H04 B 0. 903 7.0.916 8.,0.922 5,3 5 FE S 4 25 0. 101 3.0. 086 9.,0.080 7, A B 5T H 4 B — A4~
ERZABRCAHAGWHIAMERXALAEN S W, WFAREH, XL WK 362 bp, EFREXFFH—B MR
100%, IR RWHE, ER T EARNFRETRIPSANTRXABREYR, SR TFTRAGHESEMENIN, 52 KK #EME
ERAN,MHE, XEBEEYFRERERTEEFE AAEESEAWEZRBAEGNE L, XER R TFREOBEELS

W EARSEE, [FEAKERS,2007,14(1):32—38]

KRR BRI B R 8 m R A F ARG A
FESES.S917 XHkFRiIREE A

I % %% 2% (Distant hybridization) 238 @, 8
[EPEEES S Bushlasty/ B bl N P e B i
GeoRATAEK IR B R £ 07 BN HT, AR A 4
PR A A K T 2 A i ME AR R E R AR
REF, NI EEVAT T 202K 5 F6m % 4L
PR B2 Eh T WAL T M35, FERDL BK
2k A BRI A 3 J5 AR R 017, 7 o AR T B A
W2 3k 5 (Oreochromis aurea ) A1 8% (Siniperca
chuatsi) 2. [A91 BRI & 3F & J& 5 JE H (Perci-
formes) , fili & F} (Cichlidae) , Jy tH 7 44 5 58 & 4, {2
Wk aE S5 ZE, BB & T H . F (Serranidae) ,
ZEMERIRE S, B R A AR EEIEEY, RE
P TSV B SR B, SR B I A R AR R 2 R
) LDH 3 N3R5 H A — 8, H 5 K LDH 8% th
TRARALL, B FI00 e A1) TR AT BA AT, IR B R A
FEEM R MR 2248 G AR, 2001 4, A SE 0 % F &

Y is B #7:2006—04—17; 11T B #3:2006—07 —20.

X EHS:1005—8737— (2007)01—0032—07

T BT, 2t RS, R R B T A
W () X L) MRZTREFD . SHETE
SR, 2L PN EHRIE T 8 A WA W 2 3F
GO AE ) 5 XA WAR , X R A A 5 R
A A% R BT B 5T R AR AIE BA , By 7E 4R 2K KB o)
B A B % 3 08 AR ) R R R, RS T B Y
AR BALD R, L2 FEx0 FKEENER,
FELBEHW SRS BT P a5 T F4A
VR P SRS A i L A A SR A
A SL Ak AZ FC A5 B K B A A, 18 S AR A8 XS X} I
THRAEG B AL LA R, $A Fy (A8 &
VREGCHEATRERAT, AR EREET
G AR EE? HRTHM AT, % —a FOIE
5T £ 38 1 5 06 2 h i R R B DNA 2% 52 B
U, A FE R IR DNA 7 7[RI B AR AN, 0 #8 2R 1) A
TGS, W AE R 4 v Bt DNA 285, {5 H B i

E¢mB:EX B R/MEE & X B IE (30371116); B % 863 m B AR K 5 K & £/ B (2004AA243060); B X “+ H”" W X £ &

(2004BA526B0110).
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HZ EERER . Bk, i BOR W F Sk R g
378 TR A U BE T o HogE — 2P 3 B AR A Oy, IR
BE A BT I M 200 4 42 A8 IO WL 1R pE 3 Bk s . AT
5K RAPD FIJUF 733, MR FRAEGS
A VBEAS A 38 A% DR Al T 3E— R R, B H R
A A F K 4] DNA 22 (8] 9 2 7, 3T XE #
M JRAE 2 A8 F AR B I R X AR IR AR 25 H i

B,
1 #MR57FE

1.1 #7#

BT T R W B IR i H AT AR
1ok B o E KRR R A B i K D RIS 0 S g
Y, BHALMEHIER 10 B, L, BREZ AN
1983 4 M\ 36 E B A K &= g 8 i BA W Z e 5
Wy FRAEGNZMARBEF LT AR 5
COOHOZEEMBNTF—RULTHRAE AHAE),H F,
HETTHENE, B H 5 B4 BRI % JE A i [
LR TN ANEIZAE (UL TR BAS),
THER KA FARABLHERLTFRN C
HE) .

1.2 E F‘H DNA EH

K gy /A ARV B R 4 DNA, 2 & ik
K, ACDUT 1 8 0. 48 g, FT R Hh 1. 32 g, B
BE1.47 g, % F 100 mL ZZ @A) P ,4 CHE 4 h,
WHL 50 gL HE ML 7E Vi 4 % (10 mmol/L Tris-HCI
pH 8.0,100 mmol/L EDTA pH 8.0,0.5% SDS,
100 pg/ mLE F B K) 55 ‘CoK#E 16T 7, 1K
R AN /R R R R R A, &
BEyiyE , TE Wi DNA, 284075 ot ol BEVE A LIk V%
WERESE,

1.3 RAPD ¥/ 1%

%7 Williames 1] RAPD & MR &R, BEHL
S RE A ERETAEYMTRERA R G W%
SECN S iR EAMREE A RA R G

=]

G5 B, EARWRA A L L TR
N

RAPD W25 .95 C T P 4.5 min; 94
‘CZ M 1 min,36 ‘CiE X 1 min,72 ‘C Zf# 2 min, It
40 NMEM ;RS TE 72 'C T R4 10 min,

P3G = WA 1. 596 B G RE B Bk, LR A
100 V,EB %, £ ImageMasterVDS ¥ 121X ' 1&
BB,

1.4 RAPD 5% &7 BB U, 52 A0 7

#I F DNA 38 5 038 7] & (Omega 2 71D 5 A
T 18 B e fiee v [RL AR 5 A AR e A B A ok
(] RAPD #§ 7 % i, gl b, i # N pUCm-T # 1%,
AT K FE (E. coli) DHba B Pk, BE ) % 52, 1%
PR EEREMERATNF, Fiath5hERA
NCBI M it (http://www. ncbi. nlm. nih. gov) ] 1
KA BEAT
1.5 ¥UES

B B BB B L IE AT DNA &, I IS R
1, A BAE N 0, 5 #r Bl 35 56 7% , K F PopGene32
(Version 1. 3134747,

RN LG P=2 A 8B/ B X
100% 5

A a3 ARV R SO PR Nei™ (1 5 it
CHESINC. S BVIDIRCOIDINCH LMD o
Y 3R X Y BEE ARSI E AR

HEMBEES . D=—InI,

2 FRESH

2.1 FRITRASGEREELR

K FIL 106 NBENL S Y T & B 26 TE
BB 3E 05 e 22 A8 F AR R B Be T 1 R T B 4%
WIS, XX 26 A5 Y 38 4% MEAT S0k, Ik
135 319 N IELL A, B — Sl P S A S A
T 3FE 19 2 a8, LR WP A B.CHEM
P EaS 280 AR L, AR L1 T4, R
IR A7 S R B A N VAl = o 1 o 7 | B
15.30% 1 19. 32%, i A B.C 4 & 1 2 &7 sl Ll
53 5 4 41.3%.29.80%.32.31%, B m FARAHAE
mestemTREE, TR AAEGEEZ S
BlEmK,HEmT BMCHE,

AT AR T RS ) 38 A AR DL R iEE A% JE 5 L3R
2, BTV B Sk R R] 35 A AH L R HOR 8 A
PEE N 0.288 5 F1 1. 243 2,A.B.C TIRAEGERXA
(035 A P AL A 459 Bl A2 RE A [R] P 8t A% AE B o, 1T 5 A2
APREE W N, TR, AHEERXE
it ) IS AE AL R R =, 8 0.343 4, KT B.C4
& AN R, 2258 FAR T A 4L A 5 AR B AR R B
AN,V TR A BEDRMHN, FHAAES
RAMBAEAN U K, A HE 58K K EE U
HEME, N 0.903 7, 5 AN BEEEREA,BAS
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T KR

14 %

N ABEE TR, 5B A [ %1% B B 5

A H G B UERE R, CAGA BHAGHIH
5, iR e B A& E I XCRFIE(E D,

%1 RAPD SN AIMFIREFEES PRTEESHK
Tab.1 RAPD primer sequences and polymorphic loci in different groups

MR HE 3 1% BR 2 4 5 % A AL & (8] 1 2R 26 20 A I

(H2), AAEREETXA, M B.CAG A
FIE,BA TP A B.C3INHERT 14,

e FH157-37) 8 ‘ % . BRI T A AAE BAE CAs
Primers Sequences Total S. chuatsi O. aurea A Group B Group C Group
PL L PL L PL L PL L PL
Fo1 ACGGATCCTG 11 5 0 8 0 8 3 8 1 8 0
F02 GAGGATCCCT 10 5 0 5 1 5 4 4 0 4 1
FO3 CCTGATCACC 13 11 2 4 0 5 2 5 3 5 2
F04 GGTGATCAGG 11 8 3 5 3 5 3 6 3 5 1
Fo05 CCGAATTCCC 7 6 5 5 1 5 1 5 0 5 2
Fo06 GGGAATTCGG 19 10 5 9 2 10 5 10 6 10 8
Fo7 CCGATATCCC 15 10 8 8 2 10 5 9 1 9 3
Fo8 GGGATATCGG 16 7 1 11 3 11 8 12 7 13 4
F09 CCAAGCTTCC 17 6 0 11 0 12 8 12 2 13 4
F10 GGAAGCTTGG 19 12 0 11 4 13 9 13 9 11 5
F12 ACGGTACCAG 9 5 0 4 0 7 4 6 2 6 3
F15 CCAGTACTCC 13 9 0 6 0 6 2 6 0 6 0
F19 CCTCTAGACC 7 2 0 3 1 4 2 5 4 3 1
S60 ACCCGGTCAC 16 9 1 10 2 11 1 11 4 11 5
S62 GTGAGGCGTC 12 7 0 5 1 4 0 4 0 5 1
S83 GAGCCCTCCA 16 5 0 14 1 14 4 14 0 14 3
S86 GTGCCTAACC 9 7 1 4 0 4 0 4 0 5 2
S142 GGTGCGGGAA 10 3 0 9 1 9 3 9 2 9 3
S145 TCAGGGAGGT 7 6 0 1 0 1 0 1 0 1 0
S187 TCCGATGCTG 13 3 0 7 0 9 6 11 5 9 2
S306 ACGCCAGAGG 19 11 1 14 3 14 4 13 4 13 5
S307 GAGCGAGGCT 7 5 0 4 0 4 0 4 0 4 0
S315 CAGACAAGCC 13 9 1 6 0 6 0 6 0 6 0
S318 GACTAGGTGG 3 3 0 1 0 1 0 1 0 1 0
S326 GTGCCGTTCA 15 8 5 8 0 9 3 10 3 10 4
S336 TCCCCATCAC 12 4 1 10 3 9 4 9 3 9 3
&1t Total 319 176 34 183 28 196 81 198 59 195 63
% &5 47 S k] Percentage of PL 19.32% 15.30% 41.33% 29.80% 32.31%

W L—A AUBGPL— 2 A AL
Note: L—Numbers of loci. PL—Numbers of polymorphic loci.
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*2 ZESHEHMEEEAUERE(IALL)MEEES(HAHET)

Tab. 2 Genetic similarity indices(above diagonal) and genetic distance(below diagonal) between groups

A5 % B F M AAE BHAE CA&
Groups S. chuatsi O. aurea A Group B Group C Group
#% S. chuatsi — 0.2885 0.343 4 0.293 7 0. 328 7
BRI O. qurea 1.243 2 — 0.903 7 0.916 8 0.922 5
A A% A Group 1.068 9 0.101 3 — 0.928 7 0.896 3
B #41l%& B Group 1.2251 0.086 9 0.073 9 — 0.937 4
CH4 & C Group 1.1125 0.080 7 0.109 4 0. 064 6 —
M 1 2 3 4 5 6 7 8 9 1011 12 13 14 15 16 17 18 19 20 21 22 23
el
-

e —

1 RAPD ¥k &l
M:ADNA/EcoR T + Hind Tl Marker;1~4 . BRI & 34 ;5~8.8%;9~13:A A& ;14~18,B 4 £ ;19~23;
CAE. FikIrABAGENRYARKERNAN , CAe T RELFHTRILAYE, R HBELEWER
BA&EMAKRIE.

Fig.1 RAPD electrophoresis profile
M:ADNA/EcoRT + Hind [ Marker;1—4:0. aurea;5—8:5. chuatsi;9—13:group A;14—18:group B;19—

23 :group C. Arrows show different bands between group B and parents. Those bands were not obvious in

group C,which indicated the genetic structure of group C is more similar to parents than group B.

% S.chuatsi

WA Z A 0.aurea

B

A

2 SAMAEMBEESNERESINTE
Fig. 2 Sketch map of dendrogram based on genetic distance of five groups

2.2 RETREXFALBEETHRERNF
KI5 F, KW GIH) Fl12 74248 AB.C 41 &
FRREY G E XA, A FOR BB 1 A
% (1B 3) . 73 il AN T i B Ot e o [ 7 AR A A
A Iz 7R 40, N SR IE Y A w I,
RN, %A WE AB.CHEXAHEGHHFIIH
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B — Ik 10096, U B 2% 28 7 AX o i 4% i R SR
HTRA&, HEKEN 362 bp, WHEFHLE 4, &
Blast L%t , %7 510 5 A /0 B (Mus musculus) 3
M E o gt ik i B IR YR M A 40.1% ~
46. 1%, (A K K I 5 H R 8w [F U8 % 1K 2 %0 D) fE
DNA 7%,
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M 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23

bp
21226
3530

2027
1584
1375

947
831

564

3 5|4 F12 ) RAPD H ik B iE
M:ADNA/EcoRT + Hind T Marker;1~4: %5 T 2 45 ;5~8. 8 ;9~13:A A5 ;14~18.BAE;19
~23:.CAE. FikPTrAFREXAFLE KW,
Fig. 3 RAPD electrophoresis profile of primer F12
M:ADNA/EcoRT + Hind T Marker;s1—4.:0. aurea;5—8:S. chuatsi;9—13:group A;14—18:group
B;19—23:group C. Arrow shows the same band of S. chuatsi and offsprings.

ACGGTACCAG| TGAGACATGAAATACAATCCAGGAAGTCCAGTCTGAGTAATAGATCCAGGAGTGTGA
AGGCTTATCACAGCAGTCTGTAAATCTTACAACTCTGGAAGGTTATCACGACTACAAATATTTTCTTTC
A TCATCACCACTGTGAGGTGAAGAGTAGAAATACAGCGTTCCCGTTTCAAAGTAATCTAACAGAAATG
TGCGCTTGCACGTACTTGACCCTGTGCCCTGCCAGGAAATGTCGTGTTGCGGTCCGGCATTGTTTTGC
GTAGCCCTGTGCGTTGGCAACCGCGCTCACTGCCACGGCGTCACTCGTGGGTCTGAGCGCAGGTCC

GTGCTTGGATCCC|[CTGGTACCGT]
4 S F12 ¥ E =W ER TS
CARTIIWFF
Fig. 4 Nucleotide sequence of product amplified by prime F12

[ means primer sequence

3 i

o TR BAAR B FE R B, EI TR G R RRT
CH VBH YERRE)) B f8 2 A) 2% 58 I 1R 15 3 5 AR, 15
FIHFEAREEER NN RMEZ KBRS R, HEX
Bt (Ctenopharyngodon idellus) ($) X = f #
(Megalobrama terminalis) ( 4 )BT, ¥ (AN
(Carassius carpio) () X E A ( 2HPIE 2 5+
W2 I R I 5 3 5 2 5% R L Y f A () A AE
TEH 2R RR T, A S50 5 78 X SR 1 &7 S £ A0
A28 AT W S0 AR 2 LB, AIE S A M e TR A% i
EWAFERD . BB TEE R AR, 2 A KA i %
WAE AL T I 23, X AT LN A5 R
KHRE AR SR IR BRI K X TR E
A2 A S ) G AR AR DL B SRR B R (RE A R

(] F)J28 A% AR DL B, 38 A B 80 B/, U3 P 82 1 )
FRETEEN, 3BTRS M I XA T, HE,
ARAT T A B A B8 A AR LS v T 5 A TR 32
A INE (R 2) , R IR M1 S A% R s b &, (BL1E
SREMKE SR, XRBEY TR E TR, UKD
BEFATMR, WS F A () XEEC Q) AT
FE2E BT ST R BL A RO AR AE 2 TR KB R K
GREIE T

RAPD Rk B8 o, A B 18 15 21 [ 67 2 AR
) 2 7 2L 2H B ) F A — B, T 5 4 SRR A o
GARANE HRABATH RAPD 20 #r b R I, &
AL G VA O 51— EUME AU 5106, BRI A 5% 4%
AL E — SO A BEE 2RI TR AR AR R 5%
BB, AL R TR A KT
TP, 85 R s H—EUr ik 1009, IE B 22 52 7 R
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A% AR SE N XA BT 3 A\, Blast X F R 2 21
517 4 BB [RE P B9 &0 2 BE DNA 751, A
I 18 7 00 HL Th B o — P A, DUIR S AE 2 R i
RN, Z&WE TR ABM CAHG M
W, ErHoBGHEATRENH, BETFRAEGH
I BENS AT RRUE JR AR, 7E XA W R ST B
Fp,KIERFEM AR, RN T SNE
DNA J BofR&E TEHD, 3 — D KB 5 TR A
76 RN 28 A (FISHD | % 8 4 [ . 7% 22 (GISH) %
ik, BN E R ORI B S H O, i AL
M X, HETEEDE PRI O R IR
RO AEEIG, MRL FRE A%
RKEBWIA BT S, 9L FERILE 2 5w i
B B Z AR (R X 8 RZTRE XA
B A A (BB 5F RBETE BL.C A & 15 21
FHR 4% 7, A A 514 F12 7E AU AB fl C A&
PR EXALERABL A RHTUTRE.OX
FEEHNTRIBEALY R AR I P EE R, —
moaB ey RN TRE,E AAE SRR
HREFERARRERE, HENERT AASG,
M 53 4h— B XA B ALY N B G HAN TRERA,
LR E A R 2 RA G TR 2 ,; QW L FH
Jir SR R B SCBE A O 1 AR R B 2R R SR, BT U
FE AR 15 B 2 A 53 W] B U8 12 5 W B
AT, T AW ST PR 2R A2 1 AR S BEA 3
BEZAMEROAS, ETRTFTHEEINERXLE
S S T BE N SR BT AL A,

gR BT, WA BFFERIIA S, B Y 2 £ A 5
MGRTTRFRATRXABEMAEY T, 387 HRA
GREEEEN, 5XENBEEERL N, FAT
R AA B AL ) ] BE o — S HE A0 g (04K 1 B, 7E
BT, R BE AEE R, R e
R EA, HIT FAG S — o Rk 2T
— A XKLL AL W) AR AR R Ik R
ST, ANBURT DL 4ROR 46 58 R 225 % 31 1~ AR o
7oA AR R Y B TR BRI 4 AF B DNA 7 B
T LR W] 6E O i o 1 2 DR AR AT 9 P A R 2R
Hea R GE B0 AR S 4R B — S8 2 1R R,

SE

(1]

2]

[4]

(5]

[6]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

AR, NG, PEARTERTFRRALEKFE LN
I FLT]. & B K =R ,2006,13(1) : 151 —158.

Schwartz F J. World literature to fish hybrids with an analysis
by family, species, and hybrid [ M]. Mississippi: Pub Gulf
Coast Res Lab Mus,1972.

Schwartz F J. World literature to fish hybrids with an analysis
by family, species, and hybrid: supplement 1 [ MJ]. NOAA
Technical Report NMFS SSRF 1981,750.

WEE, BB, L, E BEREFEGRIXFEC L) BE
JEAC R AELT]. K75 23] ,2003,27(5) 1431 —435.
ek, EmAe ,E, S BT EER) MO RATFR
8] 38 1% 5% R A BT FILT]. K= 2441, 2004 ,28(5) :594 —598.
RIEE KM R, e D A 78N A
PR LB [T, KT 23R ,1993,17(4) :325—329.

F—p \RAE, AR, RERTFERMBEE LT FRTD
M LT, KA A 2 52 T, 1983,8(13) :1—13.
‘Williams ] G K,Kubelik A R,Livak K J,et al. DNA polymor-
phisms amplified by arbitary primers are useful as genetic
markers[ J]. Nucl Acids Res,1990,18:6 531—6 535.

Nei M. Genetic distance between populations[J]. Am Nat,
1972,106:283—292.

XU SEFA, BT = A G T A A R G A B e R T,
K= ,1987,11(3) :225—232.
MEZ, REF MR, S NETCRFREARTNZREAER
ZEHFFE[T]. K 2%4R,1987,11(1) .17—21.
B, B, REE, 5 BN P EAEHRTHNZEED
ZRERRE W FI]. KA £ %W, 2006,30(5) 559 —
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MER,RBEL,HRE EAFBRTHEREHRT—E
FmERZGFANF LG [T]. KEEP£R,1989,13(3) «
234—239.

RIS, EA R, F. ZERRERBRENERATH
3% DNA 1 Bidt %4 T DNA E#[J]. B A1 %.C #,2005,
35(4) :318—325.

WRHE, TR X%, %, BB FE X KERZ G P A
¥ 8 GISH & PAGE % =[J]. # 1% %4],2004,31(7) : 730 —
734.

Bi K, Bogart J P. Identification of intergenomic recombina-
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Genetic constitutions of distant hybridization offsprings between Oreochromis au-
rea ($) XSiniperca chuatsi( 3')

WANG Jin-long"? ,YANG Hong"?,WU Ting-ting’ ,ZHANG Zhi-wei"

(1. Wuxi Fisheries College, Nanjing Agriculture University, Wuxi 214081, China; 2. Key Open Laboratory for Genetic Breeding
of Aquatic Animals and Aquaculture Biology, Ministry of Agriculture; Freshwater Fisheries Research Center,Chinese Academy
of Fishery Sciences, Wuxi 214081, China)

Abstract;: There were a variety of applications on distant hybridization of fish,such as heterosis utiliza-
tion, sex control, polyploid induction, gynogenesis and androgenesis, etc. So, many studies about distant
hybridization of fish have been performed for a long time. However, most of these studies focused on
inter-subfamily,intergeneric and interspecific hybridization. Successful interfamily and interorder hy-
bridization of fish was sporadicly reported. Oreochromis aurea and Siniperca chuatsi belong to differ-
ent families. Since 2001, the hybridization between them has been performed successfully. Up to now,a
series of hybridization offsprings were obtained. We investigated the genetic relationship between off-
springs of O. aurea (£) X S. chuarsi( ) and their parents by using RAPD and sequencing methods
to test the effect of distant hybridization on the genetic constitutions of three offspring groups which
included groups A,B and C. Group A was F; of O. aurea( %) XS. chuatsi( £ ). Group B was back-
cross offsprings between A and male of O. aurea because no male existed in group A. Group C was de-
rived from self-cross offsprings of gruop B. The results showed polymorphic locus ratios of S. chuatsi,
O. aurea sand groups A,B and C were 19. 32%,15. 30% ,41. 33% ,29. 80% and 32. 31% ,respectively.

The genetic identity and distance between O. aurea and S. chuatsi were 0. 288 5 and 1. 243 2, respec-
tively. Genetic identity between groups A,B and C and S. chuazsi were 0. 343 4,0. 293 7,0. 328 7; ge-
netic distance were 1. 068 9,1. 225 1 and 1. 112 5,respectively. Genetic identity between groups A, B,
C and O. aurea were 0. 903 7,0. 916 8,0. 922 5;genetic distance were 0. 101 3,0. 086 9 and 0. 080 7,re-
spectively. One primer (F12) could be amplified into 1 special RAPD band on groups A,B and C which
was the same as that of S. chuatsi and did not exist in O. aurea. This band was 362 bp. The sequence i-
dentity of this band was 100% between offsprings and S. chuatsi. The conclusion is that some genetic
substances of father are induced into offsprings of distant hybridization,and make the genetic constitu-
tions of offsprings more polymorphic and closer to faternal parent’s. Furthermore, these genetic sub-
stances could transfer to the next generation. However, because of backcross between A and O. aurea
and self-cross of B,the genetic structures of offsprings are more and more close to the maternal par-
ent. [Journal of Fishery Sciences of China,2007,14(1) ;32—38]

Key words : Orcochromis aurea 3 Siniperca chuatsi ydistant hybridization;offspring; genetic constitution
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