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Genetic diversity of Crassostrea from Qinzhou Bay in Guangxi using mtDNA 165
rRNA gene fragment sequence analysis

SU Tian-feng, JIANG Shi-gui, ZHU Cat-yan, ZHOU Fa-lin,CHEN Pi-man
{ Sourth Chuna Sen Fishenes Research Instiiute, Chinese Academy of Fishery Soences. Guangehou 510300, China )

Abstract: FUR technique was used 1o amplily the miDNA 165 rRNA gene [ragment in 26 individuals of
southern ovster (called Cramotree Arigkensis Fujita in tradition ) from Qinghou Bay in Gusngx Provinee,
and 500 bp PCR products were gained approximately. The PCR products were purified and sequenced, As &
result, 415 bp nucletide sequences of partial 168 rRNA gene that could be analysed were obained | the
primer and some of the manginel seqguences were excluded ). By using Clustal X to align and compare the se-
quences of the 26 individuals with esch other, |8 varmtion sites were observed , of which there were one in-
sertion site, 11 transition sites and 6 transversion sites. The pairwise genetic distances were computed by
MEDGA sand the UPGMA, and NJ phylogenetic trees were obtained through the cluster anakysis over the pair-
wise genetic distance. The phylogenetic trees showed that the 26 individuals were performed clearly 2
clades, where one ciade has 19 individuals occupying 73, 08% , and the other has 7 individunls ocoupying
26.92% ,and the sequences differentiation of the two clades were 3.54%. It was induced that there wene
really rwo subspeices in the Qinzhou Bay. Further study should be conducted to get more evidences o venfy
that they belong to two species ar two subspecies.

Key wards: Crasostren sp. smitochondrial DNA; 165 rRNA gene: species
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