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Diversity analysis on mtDNA D-loop region of three populations of Aristichthys
nobilis

SHAMN ', DONG Shi', WU Hai-fang’ . Tanyguchi Nobuhileo®
(1. College of Chomistry and Hiology, Tianjin Normal University, Thangin 300074, China; 2. Gradusie School of Agricubunl So-
oo, Toledu University, Sencai, Miywgp 981 - 8555, Japan)

Abstract: To compare the genctic differences among two wild bighead camp ( Aristichthys nobilis) popula-
tions. and ane artificial propagated population, the [)-loop region on the mitochondrial DNA of 127 individe-
als of bighead carp was PCR-amplified by the primens and surveyed by 12 restriction endonuclesss. The

wild samples were collected from the middle-reach of the Yangize River { Ruichang section in Jungxi
Province) and the Xiangjiang River, the branch of the Yangize River { Changsha section in Hunan

Provinee) . respectively. The antificial propagsted population, Fs — Fy origmated from the main siream of
the Yangtee River 30 yoars agn, were oollected from haichery station in Ninghe area, Tianjin City. The re-
sults showed that about 1.6 kb DNA fragments were amplified. The restriction sites could be detected by
eght endonuclesses (Afa | Al | ,EcoR | , Hae ll, Hap Il . Hinl 1 , Tag I and Xsp 1 ), of which,
Afa ] and Hinf1 showed polymorphism and seven haplotypes were scored. Based on the haplotype fre-
populatxom and Ninghe population, and Changsha population and Nighe populstion were 0728 3,0.500 7
and 0.813 5, respectively. Also. X* test revealed the signilicant varisnces among the three populations.
The haplotype composed of Afa | 's C pattern and Hinf | "s B pattern, occuping 87.5% in Changsha
population, while it was undetectable in the other two populstions. Therefore, Ruichang population and
Changsha population could be viewed as independent populations. In addition, the feassbality of the analyni-
enl method applied in the study was discussed. | Journal of Fishery Sciences of China, 2006, 13(2):174 -
180]

Key words: Arestichthys nobilis : mtDNA D-loop: RFLP; Raggers distance; nucleotide diversity; nuconide
divergence ; genetic diversity
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