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mw 1 " £E L % % E Y F L » 1@
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M1 AR DNA RGP AT AR PR B S RTE N
t o F ML A I F P2 N A, ST T L R R R o T R s oA 1Y
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Fig.1 Nuclsotide sequenoe and predicted smino acd sequence of P12 subunit of grouper DNA, polyimenmse |
Mot Hinding s bor primens F1 and F2 sre underlned. Primer F1 and F2 wre for the smplificszon of tsnseripoon repom. The
sien and s crdkors are shiern i bekd levers The privackeny atemn sgsl o shesen oo malic leroems
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2.2 PEEEASHESR pls P12 EEMAFERN  CK680540 PISENR TP sz M 2, BNEER
i pold P12 S8 50 h CKAR0540 A — SRR, SN0
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(CK680S40), EfRBEAENFNENE  26.6%, HEHWESEGRMESNL EC
66.1% M M B BEGMA pold P12 W&, JB R FooMmQIERN, mE N RN LHRMER
DNASTAR S MegAlign 19 ClustalW ki . HHBZACAS R, 002 pold b WA EITEY
e, BMNAHEASA AR KH.HE TEXRNSN MR, EREOLRERE
HENREN o P2 EXRES S EST ®RAMIBHAR.

M2 SREEEM Y I pold]2 kD AR R EST CXA80540 BEEF 9005
PRI AL QEHOUS, A NP BS1A72 AN XP | 0080 N TF NP _ S6385S, B A NP _ Sesas
Fig.? Comparson of the prouper poldP12 subunly with the fourth subunits of other known ol and the oding
sequence of pebafish EST UKAR0S40
MNote Accession Nombers) huomen, OFHULE; Mose, NP 80472 Ba, XP | MISED: Thele crom, NP S3H,
Schrsmacrharmyn fombe, NF'_ $254E.

|1 LSS pel BENSOEESR
Tab.l Poll sdbwabts bn dfTorent spockes

&% HEamE RBpERE  gRaw an mm*
Subumit desigration S. pomly 5. covvimer  Mammals Fish Cotnments
A Pol3 Pallp P12% 120 - 10 kD MMEEMN, 5 B ERNEAER
Catalytic subumt; interacts with Bwhunit
B Cael Poldlp PS0/pSS ES ST U4 T R 1
Unkrown  Intermcts with catalytic subunit and Csubunit
C Cdel7 Pol32p P w b3 18 A I L PONA
Unknown  Interacts with Bosubunit and with PONA
D Cdml - PI2 Pz SARARBERER
Interacts with A-and/or B-subuni

o A BRI A Mae Sell W 2000 by 0T Sharove B 2000 o B TR T RESM EST OXN68000,
Mot 0 from Mae Nell o ol 2000 by from Sharows et . 20005 ¢ brom thes pegier and scbeafsh EXT CHSBOS540.
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M3 SRR pold PI2 MM RT-PCR B R5HE
Fig.3 RT-PCR mlysis of growpes poid P12 sbamic dINA

3 i
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#illid RT-PCR ik, iR T M¥ & DNA RALE
SRR T TR, MR R,
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‘E-
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B, 68 N oSN NWREFhHHR, N

B CRRLREDBSER, JCRIERANE R
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peld AHFT X BNE T o @fcEEND
RERSH TS, B9 TE A SD IR R e, Fad
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T 2% pold MINER, N2 pold FE R . INE. 8
el RFRBR T SGHE.,
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Molecular cloning and analysis of a P12 subunit cDNA of fish DNA polymerase

YIN Zhi-xin, HUANG Xian-de, HE Jian-guo
{ School of Life Sciences, Zhongshan University, Gaangehou S10275, China)

Abstract: Orange-spotted grouper ( Epinephelus covoids ) leukocyte cINA library was constructed and the
expressed sequence tags (ESTs) were selected and sequenced. The ESTs were compared with those in Gen-
Bank Database using BLASTX program. One of the sequences showed 47.7% identity to hurman pold P12
suburit and was regarded as pold P12 subunit of orange-spotted grouper. The putative encoding protein was
designated P12. The isolsted cDINA from omnge-spotted grouper was 619 bp in length. The longest open
reading frame was 330 bp in length and encoded a protein of 109 amino acid residues. The sequence align-
ments among pold P12 of arange-spotted grouper and human, mouse, mt, Arabidapsis thaliana and bud-
ding yeast showed significant smilarity. With RT-PCR, the pol P12 subunit mRNA transcripts were de-
tected in gill, liver, spleen, blood cells, stomach, posterior kidney of E. cotoides , but not in the intestine,
heart, brain and interior kidney. It is the first report of the pold P12 subunit in fish. [ Joumnal of Fishery
Sciences ol China,2006,13(3) .466 - 470 )

Key words: DNA polymesase (pol 18; P12 subunit; omnge-spotied grouper; RT-PCR
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