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A genetic linkage map of common carp

SUN Xiac-wen, LIANG Li-qun
(Heilongjiang River Fisheries Reserarch Institute, Chinese Academy of Fishery Sciences, Harbin 150070, China)

Abstract: A genetic map has been constructed for common carp, Cyprinus ( Cyprinus) carpio haenatoptenus

Temminck et Schlegel and C. ( Cyprinus) pellegrini pellegrini Tchang using DNA matkers. The segregations

of 26 common carp microsatellites, 19 crucian carp and 70 zebrafish microsatellites, 56 RAFD and 91 gene

markers were studied in 46 haploid embryos derived from a single famale. The linkages were identified among

262 of these markers in fanal map. The map spans 5 789 ¢M in 50 linkage groups covering 50 chromosomes of

this species. This map is a starting point for mapping some gene and quantitative traits loci linked with

important economic traits about common carp.

Key words: common carp; genetic linkage map; molecular marker
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