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Fig.1 Xiphophorus hellerli mitochondrial 1 —loop and tRNA"™ | {RNA™" genes sequences
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Boxes indicate the TAS sequences ;shadows indicale the TASes palidromic motifs and the undedine indicates CSB sequence:
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Fig.2 Phylogenetic tree derived from 23 Xiphophorus fish D —loop mucleotide sequences
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Sequence and structure analysis of mitechondrial D - loop and
tRNA™ & tRNAP™ genes in Xiphophorus helleri

BA1 Jun-jie,LLAO Hai-hua, YE Xing, JIAN Qing, WU Shu-qin
{ Pearl River Fisheries Research Tnstitute, Chinese Academy of Fishery Sciences, Key Laboralory of Tropical &
Subtropical Fish Breeding & Cultivation, Ministry of Agriculture , Guangzhou 510380, China)

Abstract: The swordtail fish Xiphophorus helleri were used as the experimental animal, which were the inbred
strains of 19th generation cultivated in the lahoratory. Twenty mg of liver tissue was collected to prepare the total
DMA. In order to learn the molecular background of the fish and build molecular markers for its different steains, a
15.5 kb fragment of swordtail fish mitochondrial DNA was obtained by PCR method and a 627 bp sequence was de-
termined, and by sequence analysis, the results showed this sequence contained 486 bp of D —laop sequence and
complele IRNA™ and tRNA™™ genes, The tRNA" contained 72 bp and was coded by H chain of mitochondrial
DNA. The IRNA™ contained 69 bp, coded by L chain. The characteristics of I} — loop sequence and the second
structures of the twe tRNA were described and analyzed. The gene sequences oblained in this study have been re-
corded in the GenBank, whose number is AF489918.

Kev words: swordtail fish { Xiphopharus helleri) ; mitochondrial; 1}-loop; tRNA sequence
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