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Table 2 Summary of morphological measurement of M. mereiric

% FEW(W) R L) M H) HER(L) IR T) SR
Pigrualation Shell lengih vs, width Shell length vs, hei Shell length va. total weight
Ak Wy =29.8161nly, - B8 987 Hoq =0, 04540 * T =0, 00020, " ¥

Dongung population R =0, 4356 A =D, 9152 K w8718
Jeis e Won =24 6301nly, - 70.023 i = 1. 1303 L," ™ T =0. 00041y, ™™
Hheihai popalation R =0,9327 K =0.9732 R =0, 9388
il 1R Wy =25, 446lnl -72. 228 Hyy =1 19461, " Ty =0.0025L 01
Shankou populaticn R =00, 3363 K =10, 9401 B =0, 8235
B B Wiy =24, 82800l - 70,083 Hyg =1, 1386L "™ Ty = 0. 0006, " ™™
Kuwen papulsiion K =0, 8018 oD, 9434 B =0, 9184
i =k Wy =26, 120Inky, 75,546 Hyg =1, B33 L, Ty =0, D003 Ly, ™
Nansan populatios R =0, 8745 & =0, 9062 R =0, 9467
BRI Wy =26, 5761nky, - 77.64 Hy; =0, BBOT L, " ™ Fyy w0001 Ly, " "™
Vangjiung population i =0.9429 K =0,9837 K =0.8718
A EELK Wy =28. 2881nl.y - B4. 363 Hyg = 1. 2001 L™ ™ Top =0.0002Le* ™
Shanwei populasion i =0 8957 i =0, 9749 B =0 9556
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Table 3 Summary of morphoriogical measurement of M. meretrix
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lemgth hieaght width wreaghl weaght Shell length inchex urtur imilex
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popilation; SW : Shapwer populstion ; C : Contml
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Table 4 Genetic diversity of seven populations of M, mereirix

|4 Primes i Donguing bW Belbwi (00 Shaokou B0 Nowen = Nansan  RHT Yangjinng iyl Shamwe
. im . 0.2723 0.7 0. 1207 017 0. X839 o, I":f:dl' 0.257%
8632 0, 2104 0. 2608 0. 244 0. 2446 0, 1584 0.2472 03138
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BRSY . 2394 0, 2545 0. 2555 0.7 0, 2505 2418 0. WwWs
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758 0, 2263 0. 1&7 0. 1291 . 1247 0. 2288 0. TRE6 (0, 2094
§2y Avermnge . _ﬂ_ 23RO ﬂlﬁ'i : |:r_1ﬂau 0. 293 - 0. 259| 0. 1594 0. 2486
o % 94,74 9102 93,58 E7.H _-ﬂ.ﬁl 90. 27 o E5. 71

il b ek A
Note; P moans mbe of palymorphio locus.
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Table 8 Genetic distances of seven populations of M. merefric
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Fig. 2 Dendrogram osing Cluster Average Linkage Be-
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0%, Domguing population; BH, Beihoi populstion; SK, Shankou populs-
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HE AR ACBOHI] B BT A S i e
B PRI 00 F B MBI BT A R
BHAC59. 16 mm) > (LT EAK(58. 43 mm) > JLil B

PDF L "pdfFactory Pro™ i FHf A www. fineprint.com.cn



http://www.fineprint.com.cn

WM

BT AR R R R R B R 45

VE(53.28 mm) > —IFK(52.06 mm) > ST REE
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Genetic diversity of seven wild populations of Meretrix meretrix

DU Xiao-dong, DENG Yue-wen, YE Fu-liang, WANG Hui
{ Fisheries College, Zhanjiang Ovean University, Zhanjiang 524025, China)

Abstract; The wild samples of Meretrix meretrix were collected from Dongxin, Beihai and Shankou in Guangxi
Province, and Xuwen, Namsan, Yangjiang and Shanwei in Guangdong Province, respectively, For each popu-
lation , 200 individuals were employed, body weight 3.9 -87. 8 g and | -4 vears old. The comparison of their
morphological characters was studied, and RAPD were used o analyze their genetic diversity. The resulis
show that the mean shell length, shell height, shell width, shell weight and total weight of Guangsi population
are obviously larger ( P <0.01) than those of Guangdong population; The index of shell width and shell
weight, and the condition factor of Guangxi population are also higher { P <0.01) than those of Guangdong
population. RAPD analysis indicates that there are 61 primers positive out of 120 random primers, and 10
primers, at least, reveal clear and stable polymorphisms. Ten primers used in the analysis totally amplified 78
loci; each primer averagely amplifics 3. 32 DNA bands in every individual. The primer 8 747 did not amplify
any DNA hand in Shanwei population in Guangdong. The rate of polymorphisms of amplified DNA band in all
populations ranges from 85, 71% 1o 86.67% ; and the Shannon index varies between 0. 208 8 and 0. 259 4,
The genetic distance among the populations ranges from 0,027 1 10 0,219 5. Relatively speaking, the more
the geographic distance between populations, the bigger the genetie distance,

Key words; Meretrix meretrix; genetic variation; morphologic character, RAPD technique.-

(hEA=MF)ARIEITERE

2004 45, {ep IRK =R D a0 R R b Bk ) B O S, A T 1994 4R BT
| 2003 4 10 45 7 ) RS AE 10 FLE P09 4 W00 1LY o

Wik

BOEAWAT 150 5T FLF 2004 465 J1 1 F BT 80 R A B AT (00 C LU e sl i %
HGNE) 308 o] PR S B IE i MR E LR E G KW E 150 5 (bR k=54 ) it
BB ORA, WATICRG I AT e TR R AT ACE B BAL, b K B B
144428 28 B 35 MO ICOEER . B W 0O A SR 1 0 1= A KB (I 4R 4 22 5

P s 010 - 68673921 ,010 - 68673931, Email ; jlishok@ publica. by. eninfo. net

WL AR TR R BB P S BT e I A e L TR 3

2004 4£2 A

PDF L "pdfFactory Pro™ i FHf A www. fineprint.com.cn


http://www.fineprint.com.cn

