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Tab.1 Primer sequences and PCR amplification parameters of microsatellite loci in Micropterus salmoides
locus (5'-3") primer sequence(5'-3") e
anneal. temp.
JzI31 F:TGGACTGAGGCTACAGCAGA; R: CCAAGAGAGTCCCAAATGGA 60
JzIl48 F:TCGACGATCAATGGACTGAA; R: TCTGGACAACACAGGTGAGG 55
Jz160 F:AGTTAACCCGCTTTGTGCTG; R: GAAGGCGAAGAAGGGAGAGT 60
Jz168 F:AGGCACCGTCTTCTCTTCA; R: CATTGTGGGTGCATTCTCC 58
JzI172 F:AGGGTTCATGTTCATGGTAG; R: ACACAGTGGCAAATGGAGGT 58
JzI83 F:-TGTGGCAAAGACTGAGTGGA; R: ATTTCTCAACGTGCCAGGTC 55
JzI184 F:GAAAACAGCCTCGGGTGTAA; R: CACTTGTTGCTGCGTCTGTT 55
JzI85 F:GGGGCTCACTCACTGTGTTT; R: GTGCGCAGACAGCTAGACAG 56
Jzl131 F:CAAATGCCCGGTCCACAATAAC; R:GTATTTGAGCCGGATGATAAGTG 55
Lar7 F: GTGCTAATAAAGGCTACTGTC; R: TGTTCCCTTAATTGTTTTGA 47
Lmal20 F:-TGTCCACCCAAACTTAAGCC; R: TAAGCCCATTCCCAATTCTCC 54
Mdo6 F:TGAAATGTACGCCAGAGCAG; R: TGTGTGGGTGTTTATGTGGG 55
Mdo7 F:GTCACTCCCATCATGCTCCT; R: TCAAACGCACCTTCACTGAC 53
Msal21 F:CACTGTAAATGGCACCTGTGG; R: GTTGTCAAGTCGTAGTCCGC 58
MiSaTPW76 F:ACACAGTGTCAGTTCTGCA; R: GTGAATACCTCAGCAAGCAT 48
MiSaTPW117 F:-TGTGAAAGGCACAACACAGCCTGC; R: ATCGACCTGCAGACCAGCAACACT 55
MiSaTPW165 F:GTTCGCATCTGAATGCATGTGGTG; R: TGAAGGTATTAGCCTCAGCCTACA 55

MiSaTPW184

F:TTGTATACCAAGTGACCTGTGG; R: GGGAGTGCATCTTTCTGAAGTGCC 47
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Fig.1 Electrophoresis results of primer Lar7 in part individuals of four Micropterus salmoides groups
1-11: M.s.salmoides; 12-21: M.s. floridanus; 22-33: M.s.floridanusQ xM.s.salmoides3; 33—45:M.s.salmoidesQ x
M.s.floridanus3'; M: marker.
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Tab.2 Number of alleles (N3), number of effective alleles (N¢) and polymorphism information content(PIC) at 18 microsatel-
lite loci assessed for the four Micropterus salmoides groups

locus M.s.salmoides M. s. floridanus %i?;gf;;j;’j?g Aﬁf?;;yii?;;%x
N, N, PIC N, N, PIC N, N, PIC N, N, PIC

JzI31 3 2.1416  0.4315 2 2.0000  0.3750 4 3.3402  0.6457 2 2.0000 0.3750
JzI48 2 1.7664  0.3397 1 1.0000  0.0000 3 2.6557  0.5525 3 2.3330  0.4850
JzI60 6 4.6538  0.7534 6 5.5556  0.7947 5 4.0627  0.7115 6 5.0625  0.7750
JzI68 3 2.5474  0.5244 3 24691  0.5279 4 3.2645  0.6377 5 4.0819  0.7152
JzI72 5 4.1724  0.7236 5 4.1667  0.7224 6 4.3056  0.7323 5 4.5000 0.7425
JzI83 5 4.1017 0.7184 6 5.1282  0.7757 4 3.2279  0.6360 5 3.9938  0.7043
JzI84 4 3.2267  0.6408 3 2.4096  0.5434 4 3.2852  0.6406 5 3.8629  0.6970
JzI85 2 1.1980  0.1516 3 1.9417  0.4063 4 2.6288  0.5458 3 2.6557  0.5525
Jzl131 2 1.9836  0.3729 1 1.0000  0.0000 3 2.5019  0.5204 1 1.0000  0.0000
Lar7 4 3.2703  0.6368 7 6.0606  0.8132 6 4.4082  0.7435 6 5.2153  0.7809
Lmal20 3 2.6593  0.5532 2 1.7241  0.3318 3 2.3226  0.4767 4 3.0387  0.6100
Mdo6 3 1.3224  0.2284 2 1.3423  0.2224 2 2.0000 0.3750 2 2.0000 0.3750
Mdo7 1 1.0000  0.0000 1 1.0000  0.0000 3 23715 0.4893 2 2.0000 0.3750
Msal2l 1 1.0000  0.0000 3 2.5316  0.5269 3 1.7109  0.3688 3 2.4804  0.5274
MiSaTPW76 3 2.5474  0.5244 5 3.8462  0.6965 4 2.9026  0.5957 6 4.0691  0.7222
MiSaTPW117 4 3.4085  0.6555 5 3.1250  0.6420 3 1.9817  0.3972 5 3.3019  0.6453
MiSaTPW165 4 2.9877  0.6041 4 2.4390  0.5039 4 3.2645  0.6377 4 3.8457  0.6917
MiSaTPW184 2 1.4235  0.2532 3 2.3810 0.4918 2 1.4922  0.2754 3 22717  0.4971

mean 3.1667 2.4981 0.4506 3.4444 2.7845 0.4652 3.7222 2.8737 0.5545 3.8889 3.1997 0.5706

#3 XKORWGATH., BFREARTHEEFRE F-SHit2(Fsr)
Tab .3 Pairwise F-statistics estimates among Micropterus salmoides salmoides, M.salmoides floridanus and their hybrids

M.s.salmoides M. s. floridanus M.s.salmoidesQ xM.s.floridanusd  M.s.floridanus Q@ xM.s.salmoides 3

sk sk sk seskokok
M.s.salmoides
0.2409 koK sk Ak ok
M. s. floridanus
M.s.salmoides? x M. 0.1026 0.1318 ok ok sk
s. floridanusd
M.s.floridanus Q x M. 0.0920 0.0932 0.0680 *oH ko

s. salmoidesd

R4 KRORGFIATH. $FEATHREERR FRENEEBRMZEES

Tab.4 Genetic similarity and genetic distance of M.salmoides salmoides, M.salmoides floridanus and their hybrids

M.s.salmoides M.s.floridanus M.s.salmoides @ xM.s.floridanus®  M.s.floridanusQ xM.s.salmoides®
. ok 0.3467 0.7488 0.6283

M.s.salmoides

. 1.0594 kK 0.7479 0.7285
M. s. floridanus
M.s.salmoidesQ xM. 0.2893 0.2904 AAE 0.7570
s. floridanusd
M.s floridanusQ <M. 0.4647 0.3168 0.2784 ook

s. salmoidesd

>

Note: The dates above diagonal mean genetic similarity and below mean genetic distance.
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Fig.2 UPGMA molecular tree based on genetic distance of M. salmoides salmoides, M. salmoides floridanus and their hybrids
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Genetic analysis of northern largemouth bass, Florida largemouth
bass, and their reciprocal hybrids

CAI Lei ', BAI Junjie ', LI Shengjie |, CHEN Kunci ', FAN Jiajia ' , MA Dongmei '

1. Key Laboratory of Tropical & Subtropical Fishery Resource Application & Cultivation, Ministry of Agriculture; Pearl River
Fisheries Research Institute of Chinese Academy of Fishery Sciences, Guangzhou 510380, China;
2. College of Fisheries and Life Science, Shanghai Ocean University, Shanghai 201306, China

Abstract: We evaluated the genetic variation and genetic structure of northern largemouth bass, Micropterus sal-
moides salmoides (N), Florida largemouth bass, M.S. floridanus (F), and their obverse (NQxFJ) and inverse
(FQxNQ) crosses, using 18 pairs of microsatellite primers. We generated between 2-8 alleles at each locus, with a
mean allele number of 5.0. Six subspecies specific loci (JzI48, Jz168, JzI84, MiSaTPW76, Msal2l, Mdo6 and Mdo7)
could be used to identify the two subspecies. Moreover, 2 loci (Jz/48, Mdo7) could be used to distinguish parents
and their reciprocal hybrids. The number of effect alleles (N.), expected heterozygosity (H.), and polymorphic
information content were all highest in F@xNGJ (3.199 7, 0.638 9, 0.570 6, respectively). The observed heterozy-
gosity (H,) was highest in NQxFJ (0.848 8). Fgr analysis of all groups and loci revealed that both reciprocal hy-
brids had lower genetic differentiation with N species. The UPGMA clustering analysis suggested that the off-
spring was nearest to the female brood stock for the obverse cross and nearest to the male brood stock for the in-
verse cross, suggesting that northern largemouth bass pass more genetic material than Florida largemouth bass.

Key words: northern largemouth bass; Florida largemouth bass; hybridization; microsatellite mark; hereditary

relationship
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