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Fig. 1 Schematic drawing of marker—based mass selection for common carp
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The progress of molecular marker-based breeding for aquatic species

SUN Xiao-wen, LU Cui-yun, JIA Zhi-ying, LIANG Li-qun, CAO Ding-chen

( Heilongjiang Fisheries Research Institute, Chinese Academy of Fishery Sciences, Harbin 150070, China )

Abstract: In this paper, the development of molecular biology and molecular markers for aquatic species was introduced,

and the utilizations between dominant markers and co-dominant markers were also introduced. some other basic research

for molecular marker-based breeding are also introduced, which are genetic linkage map and economic important quantitative

traits loci researches. The progress on the technologies of molecular marker-based breeding and QTL based breeding for

aquatic species was introduced here. Finally, the theory of molecular breeding for aquatic species was discussed, and three

techniques on molecular marker-based hreeding for common carp from writer also were recommended here. [Journal of

Fishery Sciences of China,2009,16 (6) : 981-990]
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