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1.2 XRFFE

1.2.1 EFHEDNA IR B -72 CH AR,
BANE, AT IBAEN, RE#FE
RAES, MAETEZERA F1gBEMA 10 ml
S S AE (50 mmol/L Tris+ HCI, pH 9. 0, 100
mmol/1. EDTA, 200 mmol/L NaCl), RSGMAZE
FERAHE0.02 FSDS S mg EHEIK, 55 TH
B4 h FERBERBRE 1 K, FERRGR(E:
Al R =25 24 R 2 KAZKEZPA
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WHREW,100% ZEHE 2 &, THREMEKE
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b DNA SR AR E G, XS BE, BE
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Table 1 Sequences and amplified results of 13 random primers

S Mols—3 TR Sl G s R
Primer No. Sequence 5--3 Amplified bands Priter No. Sequenece 35— 3 Amplilied bandx
3 GTTTCGCTCC 5--9 S TCCGUTCTGG 47
5 CATCCCCCTC i-5 Sys GGAGGGTGTT 16
Sy GGACTGGAGT 5-7 Sie TTTGCCUGGA 4= 10
S¢ TGCGLCCTTG 5-9 Sz AGGGAACGAG 9-11
S5 TGUTCTGCCT 4--7 S3se CCGAACACGG 24
Sin CTGCTGGGAC 4--7 Sase TGGTCGCAGA 4--§
3i GTAGACCCGT 3~-5
2.2 RAPD #+-FHRiE AT RR S R A S YRR

13 45144, S, S, PR 3 FRBERY DNA
HOEEERESHBE2), SIS, A
BE1 900 bp, 670 bp F1 Sy ¥ 18 B 620 bp K8
MATIRA B4 5 1 5 3140 S, B4 5 7 B 410 bp

800 bp EF A 2 A BOARANNAMA. X6 IR
BANR AR R, FA 1 e 3 M
ippias R Ty
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Fig. 2 RAPD results of three Pinctada martensii populations with promers %,(A) and Sy{B)

1=3 57 FRBE, 4o FEEEE, 7--0 A AME, M B DNA BRE.

Nas. 1-3 are populations of Guangxi; Nos.4-6 sre populations of Hainan; Mus. 7-8 are populations of Guangdong; M is DNA marker,

®2 3 MBS RERERZ MR RN NECER
Table 2 Genetle similarity indices and genetic distance among

three populations

I EFhEE T oE L kS T
RA Populati Populati Populati
Semple opulation ‘opulation opulation
of Guangxi of Hainan of Shengzhen
TR
Population - — .355" 0.388"
of Guangxi
BEEE
Population 0.645" " = 0.365°
of Hainan
Y F By
Populatien 0.6127" 0.635°" -

of Shengzhen

ey — BRI Similarity indices
» + — M Genetic distance

BEALEERES, AR S EIMER
L0, 388), FHNMEE SR ENKZ(0.365), 1"
FRBESEEMEE R K0.355), BHWES
FOBE R — 7 S L, B B0 B BE R D
FRE GRS F A FRLANTIARE
B 3WBR AERSREANRRRCREER
(0.645), B RHFE S ERT0.635), £E
FARBEMR R EFRYFE0.612).
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RAPD analysis of three cultured populations of Pinctada martensii

SU Tian-feng', CAI Yun-chuan®, ZHANG Dizan-chang®, JIJANG Shi-gui'
(1. South China Sea Fisheries Research [nstitute, Chinese Academy of Fishery Sciences, Guangzhou 510300, China;
2. Fisheries College, Huazhong Agriculiure University, Wuhan 430070, China;
3. School of Life Science, Zhongshan University, Guangzhou 310275, China)

Abstract: Genetic polymorphisms of genomic DNA of three Pinctada martensii populations cultured in the
farms of Beihai{ Guangxi Province}, Sanya Harbor (Hainan Province} and Shenzhen (Guangdong Province)
were detected by RAPD technique using 40 randem primers. The results show that 13 primers with 10 bp each
are effective and each primer gives 1 — 11 fragments for each sample with the fragment length 100 — 2 000 bp.
One hundred and forty DNA fragments are produced and 16 fragments are generated in the three populations of
Pinctade martensii. The fragments numbers of the three populations are 58{Reihai}, 91({Sanya)and 71(Shen-
zhen}, respectively. The percentages of the polymophic locis are 41.4%, 65.0% and 58.4%, respectively.
The genetic distance demonstrates that the lineage of Sanya and Beihai populations is far, and that of Shenzhen
and Beihai populations is close. The differences of fingerprintings obtained by primers S;; and S;sg are so obvi-
ously that they can be used as molecular markers.
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