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Table 1 Microsatellite sequences isolated from genomic libraries of F. chinensis
e B Y 5| 0170 P VEIFH LR CeemBank T4 1)
Cline v, 5" Flsikinng seqenie Cantr soquieniie 3' Flanking sequence Maotif GenBlank aoession mo.
H50651  TTAATAAAAL [AC )y, ATATATACACA Perfe AY132T9
RS06TH  TACCAATCTT (AG] pGCLACT ATATATATATA Viimpeiderd AY 132780
BS06T6  TACCAATCTT AG R GRIATy ALAL D, TATATATATA Impseriecy AFSIRRR
Rs06Rd  CTCTAATACC (GCTACCC) ), CTCCCAACAAA Perfect AY 132823
RSOMM  GGGOGATTGE  (AC ol GEACACL(ACLATIACLLIACHGE  TATGTATATAC Compound imperfect  AY132781
(ACHATATOAC){ ATACHACHGCACGD
CACATUAL AT )AL AT )l AT GTIAT ),
TTIAT ks AATHLACY,  (ATHEGT
RSOT2S  CACATGETAA  (ACH.. ACH...(AC).. (ACRAACKH. .. AAAGCTGCACT Imperfect AY 132783
(AC) AL AC)H,
R30744  TCCCTOCCTE (CA)y TCCGRATTAG Pexfert AYI32TRS
0754 ATACTTTTAT (ACGOIAL), TAGGAACAGT Fenges et AY 132786
NSOT62  GUAGGETATA {AAT), . {AAT), TTAACATCAAL b AYI32THT
RS0774  TGACCCAMAA (TEHTA TG ATCTCHITGLITA) GUAGGTCTTAT  Compound peefect AY 132788
HE0TT6  TTTCTCTGTG  (TALCATCITAL.. (TALTGITAL. .(TG), TGTCTCTTCAT Compound imperfec
{TANTGICA) TC{TA). .. (TAl. .. TGLTA, AYIIITHS
RSOTTS  AACAALCAGGA (TAALTCAUTAACAATAAL, CAATHA
(AAT)e. . (AATHGATUAAT ). (AATHGTAT .
(AATIGAT(AAT)AAC(AAT) TATACATTT(AA ACAATAATATA. Compound imperfes  AY132790
TIAACAAT I AAAACIAATATA
HSOBGS  GUATACATOC (GTHAGTATGC(GT HECIGTHTIGCT); TTTTGATGAAC Impeerfisct AYI392
RSOKTE  ACCTOGGAGT (GCTTGCCT ), TCAGTAATCAT Perfect AY 132824
RS0HTl  CACACAAGTG (GA)y . CACGICAN TTICA) CTCTCOCTETG Imperient AY132T93
HSONTE  ACCTCGGAGT (GCTTGECCTLGET TCAGTAATCAT Perfect AY132824
RSO TTATCAAGCT {TETGHTCLTCTGH T, TTTCCAC{ TC), CGCATTCTCGE  Compeound imyperioct AY132794
TTAC(TE,
RE05908  CACACATACA (TEHAGTT{TCHICATATHTCLTTTGTG  CTCTCTTTCTT  Compaund imprrfec AY 132793
(CATATITE), TETE)
RS  GTGGAAAGLD [TAMTOAITAA):. .. (TAA). .. AGLAGTAGCAT  Compound imperfect AY 132796
{ AACHAGCL AAL),
RS0930  TTGTAAAGTA (GATHLCATIGATAGTIGAT ;A TATTAATAGAA Lenpnelen AYI3ZT97
(GATIATIGAT),G
R4l TACGAAAAAA (CTHECTIT(CT N TCICTICCATTICT) TAAATATTCCT I mperiect AY132798
RSMSI  ACAAGTTGAT  (TAALTCATEA(TAAILTGETAGITAA)TGA  TTTACTTTTAT Compound impeefect  AY132799
(TAA) TACAAALTAAIACITAALTATITAA)
TGCITAATACH TAAITATI TAATAC), (TAA)
TAGTGA{TAALAATITAAL
R50956  ATACCGGTTA  (AGHAA(AGhGAlAGHATAGYGAIAGIAA  AACATAAGAA Clmperiect AY 132800
[AGHTGGTCOIAG),
RS0961  AAAAAGAAGA  (ATHIACHAITANATIACHATHTANTG)y ATAGCTATTTA Compound imperfect  AY132801
CTANALTANICA U TG TANGATAT),
(ACHCATYALATIAA(AT Iy
RS0%65  CAATCTATAT (CAAAMCA) TTAATCAN CAAA I CALTAAA CCTATCTTTAA  Compound imperfect AY 132802
(CACAAAJCAGALCALCAAA). . (CA(CA
Al CALTAAACAYCAAAN(CAAAMCALGT
TAICA) ICAAA)CA D (GAJMEAY,. . CAAA
TAAALCAL LI GAIGTICA) (CAAALICAY,
R091  CCCOGAAAAR  CATHGATIACTIGATHAATIHCATIA oy rrran Compound imperfoct A 132800
i (GAT)., (CATLAATICAT), " -
SO AAAGCARAAL ITANLTE L TALCALTA bl TACATATG), AGCAATACATT Compoud inpeckiel  AVISE804
ik (TAL(TGI U TA) G T{TAL e : i
RRI080  GTTTGOCCTT (CACACT ) (CACTCT ) (CACTET ), CTTTTTTTTCT  Compound pesfect AYIIZ810
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Table 2 Primer sequences, optimal annealing temperatureand evaluation of F. chinensis
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Electrophoretic patterns of agarose gel of mived DNA template
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Fig.2 PAGE image of Primer RS0653
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Design and screening of microsatellite primers for Fenneropenaeus chinensis

ZHANG Tian-shi'?, LIU Ping', KONG Jie', WANG Qing-yin'
(1. Yellow Sea Fisheries Research Institute, Chinese Academy of Fishery Sciences, Qingdao 266071, China; 2. College of
Marine Life Science, Ocean University of China, Qingdao 266003 , China)

Abstract: Total DNA was extracted from tail muscles of Fenneropenneus chinensis. DNA quality controls were per-
formed using agarose gel electrophoresis and only fragments at 500 - 1 000 bp were used for constructing a small-size
fractionated genomic libraries. A genomic DNA library using the bacterial artificial chromesome { BAC) have been
constructed in which the Genomic DNA digested by Sau3A | was ligated to the BAC vector and the ligation mixture
was used to transform the bacterial strain DHSa. By using the on-line bivinformatic software Repeatmasker, small-
size Tractionated genomic libraries of F. chinensis were screened. Twenty-eight microsatellite sequences were ob-
tained, according to which 28 pairs of primers were designed using computer program Primer Premier [ Version
5.00) . The optimal results were obtained by optimizing quantity of reagents and reaction conditions, There were 14
primers whose PCR products can be detected by electrophoresis, among which five microsatellite loci were polymor-
phie in mixed templates (eight Chinese shrimp samples) , In these five microsatellite loci, genetie diversity was anal-
ysed by electrophoresis analysis in a cultured population consisting of 20 Chinese shrimp F, chinensis samples. The
allele numbers, the expected heterozygosity and the PIC values of them in the locus RS8T1 were low . Except for the
locus RSO871 the alleles numbers distributed from 6 to 8, and the range of these alleles were between 142 bp and 364
bp, similar 10 their predicted size. The expected heterozygosity and the PIC values of them distributed from 0,757 7
100,806 4 and 0.718 0 to 0.770 9, respectively. These values showed that 4 microsatellite loci except for the locus
RSOK71 could be applied for genetic analysis, This result indicated that polymorphic chang of microsatellite primers
was related 1o the core repeats motifs of the microsatellites. As a result, there will be less costing and lime Epnsuming
in primer designs according to the core repeats motifs of microsatellite. Maoreover, the microsatellite markers will be
useful for further studing on accessions identification and breeding of F. chinensis, which would provide some valu-
able 1ools for marker-assisted selection breeding and gene mapping in F. chinensis.
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