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Sequence analysis of ribosomal DNA internal transcribed spacers of bloody clam,
Scapharca broughtonii

CHEN Lin-lin . KOSNG Xiso-yu, ZHOU Li-shi . CHEN Li-mei, Y1 Zi-niu
( Kew Latwestry of Manculture, Minssiry of Education, Ovoe University of China, Qingdeo 266007, Ui )

Abstraci: Mainly distributed in cosst waters of China, Korea, Japen and southesa Russin, bloody clam Scaphan
fvonyafitonii has been a very important commercial bivalve in China. In the past fow yers, however, the cultare i
sity in China incrensed agnificantly due o strong demnand of blondy clam in both domestic and oversens murkets,
which led to & potentml pressurc on stock management for this species. Therelore, it s very necessary wd agorint

i investigate genetic diversity and genetic strocture of bloody clam populanions. By now, very little research has been
dewwe in this Geld in Bloody clam st DA level. Ribosomal TA insemal trmnscribed spocer { 1TT5-1 and 1TS-2) img

ments are very iseful nuchear molecular murkers and have been wsed in phylogenetic analysis and population dvendty
studbes in many species. Beowuse the ooding reggions lankang the two segrients ane conserved it i very convenent ©
desigey primers and amplify the two segments.

TS 1 and ITS2 sggnents of bloody dam were amplified vin PCRIM U pre-densruraliztion 2 min, 38 oyl
of 94 Ulor 458,50 C (ITS1) ar 2T (1TS2) for 1 min and 72T for 1 min_ . The PCR products were ligated
it | -wectors. claned and directly seuenced by following regular procedures, The nuclectide sequences of TS md
[TS2 ot 461 bo and 534 bp ( primers induded) were obtained, respectively. The conents of A, T, G and C wee
21.901% ,24.73% . 25.20% and 25.16% in ITS- ] 27.02% 25 52%,25.52% and 21.95% in ITS-2, mgpe
tively. The content of G+ C in ITS | was higher than that in ITS-2 and the cmtent of G+ U in the two [ngnents
wais it i moderate level among bivalves scconding 10 previons nesearches.

Thes: twe fragments were comperred with the mrresponding [ragrents [rom seversl other bividves, such s
ter , scallops and clam. The results showed that the primers of 1TS-] and TTS 2 were unaversal in 8 vanery of molbsk
species. [t was found that the insertions/deletions ( muging from 1 1 100 bp) were dispersed randomly in the whike
ITS1 fragrent. Four to five hases or oven single bese msertion//deletion was very coemmon and S0 - 100 by of kng
insertion/deletion was found oo, A seventy-ive- base conserved segrent in TT5-2 sequence was found by conanon
g five Arridas species, winch was very similsr v the result in our populaieon stody with the ITS-2 [rmgement in
&, Sroughionsss . This work could be & good step forward 1o the studies of geretic diversity in bloody clam using <
quence data of ITS1 and ITS2. If combined with mtlNA sequence data, ITS sequences could be more mioemative
and useful m stodies of populations, evolution and phylogenetics.
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