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1492~1 510 KM I)'7' . 100 ul. PCR Ltk
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] ax 10t 0.1 10 4 "

4 gx 10" 0.1 10 | 10
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B M Conered 1.5% N1 0.1 10 0 0
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Y.P. ﬁ‘ \r_m * * - - -
FENE MNa" Na" roquired for growth 4 + * * - +
WD~ MR D Glucse, g - - - - - -
AR Nirare reducton - ' . * . '
1290 150 jog VKM V1290150 jog) mersitivity = - - - * '
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WM rlati e * . * & » n
W Amylas - . + + * "
BRI Omithine decarboxylase « - - - - - '
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Isolation and identification of pathogen SR associated with swollen abdomen of
cultured turbot ( Scophthalmus maximus )

ZHANG Wei-ni, ZHOU Li, XING Jing,ZHAN Wen-bin
{The Key Laborsiory of Maricabure, Ministry of Education, Ocean University of China, Qingdao 266003, China)

Abstrwct ; Bacterial strain SR1, which was isolated from the ascites of cultured turbot ( Scophahadmus mar-

i | with swollen abdomen, was proved to be o pathogen by muscle injection experiments. By APT TZE
systernatic identification, strain SR1 was indentified as Vibrio alginolyricus , and 165 fRNA and host

shock protein (HSPS) genes particial sequences were determined. Phylogenetic tree of Vibrio based on
165 tRNA gene indicated that strain SR showed the highest level of similsrity w V. alginalyicus
(AY96TI27), but the bootstrap was only 27% which was 100 low to give identification of the strain effec-
tively. Sequences analysis of HSPSD gene revealed that strain SR1 exhibited the highest level of %9.2%
similarity 10 V. alginolyticws ( AF230931). Phylogenetic tree based on HSPS0 gene showed that simin
SR dustered together with V. alginolyticus (AF230931 ), and had high bootstrap which was 84%.

Based on the results obtained. strain SR1 was identified as V. alginolyticus [ Journal of Fiahery Scences
of China,2006,13(4) ;603 — 609]

Key words: Scophshaimus marimur ; swollen shdomen; 168 rRNA gene; HSPSD gene; Vibrio algindsticus
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