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AR FRIE RN FNET & B I 1R SR MER) AFLP 5347
s AR TS B ERAL L 0 TR A E AR

(. TR EFEKFRZ R, T8 NHEEEMHEARTT LR, T TEEE KT TEPZEERLRE, LT KiE
116023; 2. i FIRTE A% Ea B %b, T KE 116029: 3. KEKFP 5 Sdrkb% SRR, ILT KiE 116023)

EE. W AFLP FRg AR T 7R L R VS HE SO ( Meretrix meretrix ) 3753 AR B A2 BEAR HOIRAL 2 REVEEAT 2047
K H 7 % AFLP 52 G 5 AR G AFF AR, 2 AN FRFBHE ) 150 NMAMEHHTY 38, B D) 364 NS S. 5D
FEOR P 00 22 2507 23 LA Ay 84.394 5%~87.646 5%, ke 22 254 A1 HABl 4y 99.630 0% . BEARMT Nei’s R M Fast (H) 4
0.230 1~0.263 4; BEAA[ Shannon 2 FEMESEECH 0.361 7~0.424 8, BEAKE] (35 7 B4 0.039 4~0.160 9, BEAK Py A4 AT
TR B 84 0.259 2~0.536 00 XL T I BT AR BE AR L 7R Jm] 11 27 AR B AR % 25 A1 ELBI . Shannon 28 FEPE HE BRI BE PR Y
Tot A B 8 4 o 0 A LN L T P e SR R A, IO T P B AR AR ) J5 AR B R AL TR 45K T . ) UPGMA ik iz
FIBE AR R TR, I T B R B R BB ) — 32, I TR B B R 5 E M 2 A B R B — i, )T TR L 975
B S ARIF BRI S — &, (R I 5 AR 150 DAMEBHTRIRE S R BoR, R A MR R BEPAC SR,
TREF L BIIZEBE Y S2 . TR (AMOVA) R, SCIEBENE 94.04% (7 SR IET BRI, BRI R R AL A
5.96%. LLEgERFH, UGB A NSRS IEE S, BERAEOMER R, BEEBRORNER AR [ PEAK =R,

2008, 15(2): 215-221]

FEIR: S AFLP: A& 2
FESES: Q959.215 SCERARIRAD: A

U5 ( Meretrix meretrix Linnaeus) X 41645
s, ERE T AT (Mollusca) X 7% 44
(Bivalvia) . E il H (Eulamelli-branchia) . 7 #5 £}
(Veneridae) 3L U5 & (Meretrix) HJ¥g /™ 22 5F D1 2K,
FAHCRTHE 7 WERE. 7RG EE™
Mz —o DI b, JL ARV ) e b 5 R 28 i b 38 1 1
AT T YRR R SCHA P R B AP IO M B . TR,
bE & T 1 75 SR 3G 00, S0 3G SR TV R R, (B2
B 2 N T E EEOAR AR S, SR IR i
Tt S AR T SR A R T L AT 3 Y A S B R
= BIR D . [ S b DX SO SR B AR AT
TR Sl M R S R R R B JRIR AL, %
i ERBE R 8 AR 2 FE AP R AR R
S FARILH AT 7S s AR 2 R, 0 F T AR SC
oA b R TRE Ao IR U5 L A B L YRR
X I 3 AN SO BT T RAPD 404, 45
HE 3 AN ST b BB 2 R s AR BE B RO, R oK
e O 30 300 1 7 M X S P A% 2 AR AT AT AT

W B EA - 2006-12-10; 11T HHH: 2007-04-04.

XEHRS: 1005-8737-(2008)02-0215-07

DA A A IS T L R T )08 A R i D, T e PR A7
HE R BT , 3 AL PR AR . ORI %% 1 ) ISSR
I3 TR0 [ SCan B AR EAT WP BT R A
O 5 VLB SCHE R (R84 22 P L L 7 SOHa i 22
Fio 2RI TP AT AN R 2R SO AT
T ITS2 o #r, 25 SRR 7R T PG SCHG BF R RV 75 S0 i
BRI R AR T AR AR 5, VLR SCIR AR N R R
T, BEIASE X SOaE 3 ANE AR RER R
P AR S HEAT T 90 H» R = i DR () 4 A6 4
5if [ R AL -

W 9T AR5 RIS i 6 v Vg S ) I A 5
TEREAR B4 2 FEPE RS AT RER SR 0 R A R
BEL 2R AR BT TR PR RTITRE 42K [ ) A 5 ok YR D S 32k %
B EAEEE . AFA A AFLP 731
PRAC AN AL T 0 AR AR U I AL AR V5 DA TR A
(8 A& ZREAEEAT T 007, B8 T 200G B
AR BB L -

EELIHE: B 908 1 H L7 LI (LN-908-01-01-06) s B R 2 N R sh B BIE (1XZZ2005001).
EBE: WD (1961-) , 5, Wb A S0, 09T A, N EE 4> FIRAE 221 5T . Tel: 0411-81787087; E-mail: hechongbo@hotmail.com
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1 #MREEE

1.1 LGt

SCHE PR RS — A 2 W DL B, A T SR
5o BT SEAACERNE, A0 BT B L SCUa AR 304 3 W LA
R REANME, TR 4~T em. R T E b
TSR T S0 AR S R B R A, 7RI T K
SO TP XL R T BT R v AL TRV I R AR 2
AR, FFRENRARETEF O 1 AR

AR X BB (R D). BTiBE R I8 B
SRR AR K SO, FRIA A B R 7EH — 5 Bk %
it (e v b sl E e A B S s A (o
A0, F5 18 o R Y AR SCaa SR AR L SRR B I F,
AR AR B A AR B B3 R B B R AR SR T )
—H AL 1~3 FF N IR SCUA B AR

MELF 5 AN B & BEALIEEL 30 AN A, B
HE WAL, 75% ZEFRTE T DNA 2.

Fz1 RATIBRIWH S5 D REEERHE

Tab.1 Five populations of Meretrix meretrix used in the study

R ES WE P hR A T A7 SFAF: 1 1]
Population Abbreviation  Nature ~ Number sampled Location Sampling time

T =y T EE

LR o LDYS e 30 LR 2006-07
Wild population from Liaoning Dawa Wild Liaodong Gulf

‘T TE ‘T pa \ﬁ"<

Sex NIEC N o Lpyz | FHE 30 JLA 2006-07
Cultured population from Liaoning Panshan Cultured North Yellow Sea

Y7 SRRy Y|

LR o LZYS e 30 AL 200511
Wild population from Liaoning Zhuanghe Wild North Yellow Sea

TR HFLH

LT AR . o L7Y7 e 30 FHEILAR 2005-07
Cultured population from Liaoning Zhuanghe Cultured North Yellow Sea

IR \% SREE A ]

@?? %i . SDYS %i 30 WA . 2005-10
Wild population from Shandong Dongying Wild Estuary of Yellow River

1.2 EFEHADNARE

F K4 DNA HE S (7 r bR SE R R 6D
(CHE3M) Y. HHENE /S ERIERIE 2
I 72 11 SC U4 LA 4H 201 DNA. 1% (1) 35 BEHE B iR
FLVKAS I DNA, H## 2] 100 ng/uL £ H.
1.3 AFLP&#T

AFLP ¥:AE W FE 5 18 Vos 25 1 77 1 IR B& A
tesh. BT ABRAIES. Bk FIB e A LigE T,
PCR "3 1# H Eppendorf # & PCR 1. W VI H
EcoR 1 #l Mse 1, B Ty 45 |4 & 1 A IEREIE,
B E00-A, M00-C. EHEMEF 514 (£2) &3
LI . AFLP X2 L BT .
1.3.1 E[F 2 DNA X EEY] R A EcoR 1/Mse
I XHEE V)4 & IR AR & 10 ul, H o DNA # i)
1 uL (100 ng), Mse I 0.5uL (1500U), EcoR 1
0.25 pL (5 000 U) , 10 X Buffer Tango 2 pL, A ddH,0
SRR, RNAKFR 37 CHEEYI 3 h, 4R )5 65°C 3h
R VIEE R - B30 B Tk b, RS RS &L,
W =) o
1.3.2 #ELEE BEBEUI~Wa 35S EcoR 1/Mse

I 3k (£ 2) AHIER:, EERMNAERN 10 pL (K
L ¥ AE ), H P EcoR 1# 3k 5 pmol, Mse 1% 3k
50 pmol, T4 DNA £ # [ 0.2 uL Al 10Xbuffer
2L, 22 C{RIFIESE 6 ho

133 EEFYHOTEIE W57 551
ANEBEIE: (£ 2), RNARZRA 20 pL, H A gt
#h 2 1L, E0O A1 MO0O % 6 pmol, Ex Tag 0.08 pL, 10X
PCR buffer 2 uL, dNTP 1.6 pL, F ddH,0 b & 1K 4.
KN4 AF R 94 °C 2 min ( FHARYE ), 4R 5 94 °C 30's,
56 °C (JBk)30s,72 °C (#EMH ) 1 min, 30 NMER.
134 Ty 1 PCR YRGS 18 Ly 145
YIF B % & 3 AN A . Ty =R 10 1%
Jo S SEYHE SN R R R 10 pL, EFEF RS [T
FeH) 2.5 uL, EcoR 1 &Y 3854 1 pmol, Mse 1
e 19514 3 pmol, dNTP 0.8 uL, 10X PCR buffer
1 uL, Ex Tag 0.05 pL, ddH,O #h 2 /£ F1. PCR [
T2 4 94 “CTRAZ 1 2 min, 2R J5 F7% PCR 13 {EER,
B 94 °C (7B )30s, 65°C (Rk) 30 s ( FFAIEHR
FARIR IR E 0.7 °C ), 72 °C $EAH 1 min; R)5 94 °C
305,56 'C 30's, 72 ‘C FEfH 1 min, 24 MEH .
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1.3.5 EBFEYIE PCREYAMAMBE L RE

E T I T e R R SO A R BZ 4% 19 11V L) B
B 40% T 4 T B, 4R )5 A 1 X TBE %% B £ 4.5%,
60 mL JII 420 uL 10% K i &% B8 % F1 60 uL
TEMED. 3£ 38 7= 4.5% A5 1 5% 79 4 B e st
#%, 4£ Hoefer SQ3 Sequencer I 1H L & 60 W H ¥k
1.5 h J&, B BREAUB N 10% VKB R VS WU 48 5
30 min, 28 AR 4 HE M £, BB ZE K PR R 3 IR, IR
2min. fIA B 5% 5% 35 30 min 2 L ddH,0+
2 g TEPREE +3 mL 35% H B ). H/KM ¥t AL
55, R ER S 2 L WM BT, T
RIRE) H RSO B, A SR F B R AN K 2
TR 2 h, ff AT S min J0 A 3 mL ) 37% H BEE i
0.4 mL [ 10 mg/mL &7 A O B2 89 . B AR A 3

10% HIBSTE ™, 324298 58 3~5 min. F A R K e
AR, A BRI R 2 B o0 1k, B R G b
FFRAZ K%, Fl UVP Biolmaging Systems 34T & 1%
ST RN AL E, Gt A R . KR B ELG BT
WA FES T RERNNEF WA

2096 X 51 WA & IRk, NPT & E
EIE M 2 &S S A A PR LR 7
X5l ¥ 4 & [E39M48(E00-AAC, M00-CAC) .
E33M55 (E00-AAG, M00-CGA) . E38M55 (E00-
ACT, M00-CGA) . E35M60 (E00-ACA, M00-CTC) .
E38M58 (E00-ACT, M00-CGT) , E42M61 (E00-
AGT, M00-CTG) , E35M61 (E00-ACA, M00-CTG) |
HT4BLE 5 AN STIs B4 T AFLP 2047

F2 AT AFLP SRR 5149 55
Tab.2 Adaptor and primer sequences used for AFLP analysis

557 EE sl F14F%] (E00-NNN 1 M00-NNN)
Endonucleases Adaptor sequence Primer sequence (EO0-NNN and MOO-NNN)
5' -CTCGTAGACTGCGTACC-3' ) )
EcoR1 3 CTGACGCATGGTTAA-S' 5" -GACTGCGTACCAATTC NNN-3
Msel 5 “GACGATGAGTCCTGAG-3 5" -GATGAGTCCTGAGTAA NNN-3’

3’ -TACTCAGGACTCAT-5'

¥£: E00: 5 -GACTGCGTACCAATTC-3' ; MO00: 5' -GATGAGTCCTGAGTAA-3', N: ¥ FiIE
Note: E00: 5 -GACTGCGTACCAATTC-3' ; MO00: 5' -GATGAGTCCTGAGTAA-3', N: Selective bases.

1.4 HIREESHMH

FI FH 4% #T % #F Cross Checker version 2.9 i
AT V5 AR A0 2 A, WUk S A Al o <1,
T4 “07, SR8 “.7, 3R1F 0.1 45 FE. H
POPGENE1.32 #4555 7 2 [A1 44 Shannon %
FEPEFR 2 (1) Nei” s BN ZHEMIRH (H) BHE
MR FSE RS (Gsy) « Nei” s 18£8 8 "2 (D), i
Arlequin 2.000 #:1T AMOVA 4347 3F i 8 B 44 8] 15t
T L REL (Fr) ™ o MRS A 613844 B B 40 B4
FI PHYLIP 3.62"" 1) Neighbor %) UPGMA /7
TR REAREAT IR R0
2 HREHH

2.1 CHABHKAFLPH IEEH &t

N7 X 5] ¥ 41 & (E39M48. E33MS5S,
E38M55, E35M60. E38M58. E42M61. E35M61)
M5 ADEEA 1 3] 364 A7 8, HH E39MA48
5356 4>, E33MS55 1331 54 4™, E35M60 1531 48 1™,

E38MS5S8 153 3] 46 />, E42M61 15 31 44 4~, E35M61
B 624, MEIZELLAE 359 1, 5 MEHARI 24
Pr 5 EL B IE £ 99.63% . 5 AN HEAR P I 2 4L s L
B4 3% .k 84.39%~87.64%. B 1 A SIWAL
E39M48 f4 1 sk .
22 BEMEfAREMREASEESIT

5 ANFEPR N Shannon 2 FEMEE B S5 BAEFE B8
HBHUNTR 3 PR, 61X 5 AR, I RER A
R (LDYS) F1L R EF A BE 4R (SDYS) 12 &4
LA B, 43 B A 87.64% 1 87.01%, 3L T A% L1557
TEREAR (LPYZ) 25N m bl Ee /N, N 84.39%; M
BRI Z KRG, I T RER B (0.276 8)
il 22 BF AE BEAA (0.263 4) #9 K F HoAh 3 AN BE4K
(0.230 1~0.254 8) ; FE4A N 1) Shannon % 1 45 44
R BE R, I 77 KRB A BEAR (LZYS) (0.424 8,
0.536 0) F 1l 7 BF 2 #F 4K (0.404 2.0.480 0) ¥ K
FIL T A FFEBEAR (0.361 7.0.449 3) L iL T
B AR BEAR (0.3823.0.384 9) HIIL 7 FE VAT 55 4 BEAA
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(0378 4,0.2592), iIL T FEM B AR ARAZ S HEARUFTHH 5 DR SRS B
f7 FEC L Shannon 2 FEMERHGL REFANBMEEE RV FRRIF A — 20 4L 1AL L SR IE R R FTL
S S AR LA TS5k, TSR,

TR R AL BE B AR, Shannon AT RS,

M LDYS ~— 1[I LPYZ ~— 1[I LzvyS ~— 1 Lzyz ~— 1  SDYS ~— 1M

1 500 bp

1 000 bp

Goobp 1

500 bp

400 bp I+

.

300pr~
o - R g - v g
s. S0 RN 1§ e
e ;—- "'-'._ -— o = B
h-r F — P “—F hﬂ:“-.- T —— - e - r _“,';
200 bp ,_' - = .~ - s
by = PR SRR SRR = s o
” i . AR :-d”
- - -
" - — : T e il
Sl . -
100bp g H ; R il s —t—.ﬁ-.._._u;g
o

1 546 E39M48 i) AFLP 448 Bk
LDYS: iIL T REEAE; LPYZ: i TR IR LZYS: ILT R4 LZYZ: J0T EFRME; SDYS: WARKREHL
Fig.1 AFLP results of primer pair E39M48

LDYS: wild population from Liaoning Dawa; LPYZ: cultured population from Liaoning Panshan; LZYS: wild population from Liaoning Zhuanghe;
LZYZ: cultured population from Liaoning Zhuanghe; SDYS: wild population from Shandong Dongying.

5 TR A B0 AR B B e TR R O T AR ARL R B OR, B U TR O ) A A O
Rst i BR B (K324, WX S A0 BRW. HEE, WEEE RS EE T TUE
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W (58 3), 3L 77 FE O B AR BE AR 5 L Ab A o] B 44
[ 38 A& FE BT D (0.131 5~0.160 9) F1FE K] 4 1k &
# G5 (0.075 5~0.082 9) 4 K + I 4th #F & 2 18]
(38 4% FE B (0.039 4~0.060 4) F1 % [K 9 1k £ 4L
(0.040 2~0.055 9) , KPR IL 7 W BF AL SCIa HE A
oA B A 2 18] 8t R 22 R R, X 5 L Ve

PRSI AE 720 DA S A SUTT T 5 HAR SO A AR 2 7
X Fy SARY A, B R P I B A SO
7o o 5 HARRE R AH EL g R o, (H R IR BT &
B J0] B A TR AR — AN ST B AR A Ay ik — b
BT SRR o

R3 xhR S5 MEHERIEESN

Tab.3 Genetic construction of 5 populations of Meretrix meretrix

R L 0L % FERH 2 Shannon Z F MR RAEE S
Population P 1 D
T RKEH% LDYS 87.646 5 0.276 8 0.424 8 0.536 0
TT/zE LPYZ 84.394 5 0.230 1 0.3617 0.449 3
TEAE A LZYS 85.536 1 0.254 8 0.3823 0.384 9
WTERFE LZYZ 85.240 1 0.240 7 0.378 4 0.259 2
IWERFREE £ SDYS 87.0112 0.263 4 0.404 2 0.480 0
F4 Mg 5 PHEEEESUREY G, MEEFER D
Tab.4 Gene differentiation (Gs;) and genetic distance (D) among five populations
AR TTRERE LTdhFE LTENEE CTEARE IWRARE £
Population LDYS LPYZ LZYS LZYZ SDYS
T RKEH 4 LDYS hokkok 0.042 0 0.082 9 0.040 7 0.054 1
TR LPYZ 0.057 3 ok 0.079 0 0.050 7 0.0402
T TR E 4 LZYS 0.160 9 0.1315 ok 0.075 6 0.0755
LT ERRE LZYZ 0.039 4 0.054 0 0.140 2 ok 0.0559
IWARFREE £ SDYS 0.060 4 0.047 8 0.058 0 0.1353 ok

T XA L EAERMERE (G s WAL T hitfeeES (D).

Note: Values above diagonal are gene differentiation (Gsr) ; below diagonal are genetic distance (D).

N 5728 5 B (AMOVA) Xt 5 AN BEK )
TR AR SR BT 04T, 45 BB, S0 5 AN BEA
#E 7 %t AFLP 5[4 {7 SAS I T, LI Ak [ 1y ds 4%
S ALFR B Fsr AN 0.596, RIVEE A 8] i 488 4% 28 5 1R
/N (5.96%) 5 T 94.04% A48 5 SR8 T BEA A, v B
ST TR ) A B DR A AR
23 BESM

5N EEA R UPGMA B84 1 (E2) Al
DLE Y, 30 77 30T A SO0 B R S ol — 32, 3L
TRETNAERGS M FEEF AR —R, LT
BlLFREBAS LR AERARES —&, B2,
XS ANEAR R 150 NAMERER IR, AN TE
UPGMA KK Fit &7 NI &, W E T —A
TR 1 4 B AN SR AE — B T b A7 1) 49 32, T 2
PRz [ BLE B AT XA (g ) .

88 LZYZ

82 : LPYZ
SDYS
LZYS

0.060 0050 0040 0.030 0.020 0010 0.000
2 3G 5 DR UPGMA BEK[E]
I B2 RS, W A ENERFE . LDYS: LT
REEEF A LPYZ: L TR IR LZYS: I T EME 4, LZYZ: iL
TSR SDYS: IHRREEHAE
Fig.2 Dendrogram of five Meretrix meretrix populations by
UPGMA method based Nei's genetic distance

Note: Numbers on the nodes are bootstrap values.Scale line is genetic
distance.LDYS: wild population from Liaoning Dawa; LPYZ:
cultured population from Liaoning Panshan: LZYS: wild population
from Liaoning Zhuanghe; LZYZ: cultured population from Liaoning

Zhuanghe: SDYS: wild population from Shandong Dongying.
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3 it

3.1 AMRERSHMBXHATAILLE

TE WA B AR 22 REVERIF 9T 7 T, — e
FIF RAPD #51c F2 A 43 5l % 7 B AN [ i1 X () 52
U B AR B BEAT T 0, IR AR W L
AT P ¥ 3 AN SO LB B E AT T RAPD 4
BT, 45 A 3 AN b X ST e 1 B AR P a8t A R RS
B4 0.169.0.117.,0.108, £ 44 8] [ 18 4% FE 85 93 5
4 0.222,0.209.0.316. [ ¥k %5 ' F) ] RAPD #%
C AT VI 4 A X SOHA B AR 2 AR R
0.177 3~0.203 9, Z 257 &3 L8l 4y 81.35%~90.63%,
N B LR R iR NP i A 2 R e S
RS 10 ) A ISSR BEA XL H5 ML T P AN ST
HhH AP BEEAT 0 AT 3 BA, VT A SCIA 1 2 AL AT
4 (80.7%) =i FIL 7 3L UG (68.4%) , VA B BE (1 18
& B5 B 4> B 24 (0.310 5+£0.090 0) F1(0.2658 +
0.044 0) , VL7 SCUA & T 10 77 30 . AHF50F]
AFLP X387 Fl UL 2R 95 9 S0 508 AR Y A A
WAT 0, 1938 T ERA—F & A, (25 AFLP 4347
B 2 FEPEFR %L (0.361 7~0.424 8) 1Lk &5 T RAPD
(143 7 45 SR (0.177 3~0.203 9) 5, 3 A fig &2 A Ky
AFLP b ic [k RAPD 45 32 4 ) 67 25 58 0 £ 8 Fr
B, HFees US) R AFLP B AR 5 Wik
T s A S KB BE UL (Pinctada martensii)
YEE RN A Y M7 B AR 5 4% 2 AR AT
T AT, JEd a8 265 4 it A, 2 AN A E A
73.58%~79.25%, £ B R FIFEIE B VR Nei” s 2K
%2 FEIE 35 30 (0.252 2~0.281 7) #1 Shannon it 4% £
FEMEIE %L (0.381 4~0.420 4) 5 AW 55 B 45 i 50
BE 1 Nei” s B8 2 FEPE 45 %2 (0.230 1~0.276 8) H
Shannon 1% & 2 FEE4E 4L (0.3617~0.4248) FEAAH
4, 8 A ) LR A AT DL Y X R R TSR st 4 &2
FEPE AR LA

MASHI 7T 1) 45 B3k ] L H SC06 37 A AR 1)
AR ZFE K S FRER A, B AFTE RN 2
JE AT Y A BRI 2R KT S SR B AR, X AT
R 5 U A7 SR FE T 9 9 S0 e B AR B UR H A v T i
TR AR RS F 0%, E AR B SO ha VR T A R
7N T SO B YR O T B BRI KE, CAEE
T AR B EE
3.2 IRBHKE R S MK E RARP

Wi AFLP AT 45 I E H, ANk 2R E B AL

2 B AT, TR 8] 008 1 22 55 Jlt Al /)~ A RS 7
Xt AFLP 54L& 21X 5 A RER 18 W A 67 2 JF
B BB RS 1 AFLP S5 AE 57, X AP UL
AN TR )T A ) 7 AE 26 WL O B PR AZ A 150 A4
HIZE SRR, B AE UPGMA Z8K & Bit B 1E
NJ BB, A AR S R A
LIP3, TR 150 3Tl B AL o A1, Ut 5
T A BT T T AR I XL 2 0 B S0 LA Ll 2R S 1
SCHERE AR 2 8] A7 AR ORI B A . {5 A S B )
A ERE X 3 A DA FRR I, PR R ] 2 (3L
ARVE LI 5 S CAHBE RS ToK, 3 AR
55 B AL B IR S B AR B ), A E 2 (R
IR DRI AT LR TR M, T LI Ao PR A 07 T g 22
SRR T SCaR IR I R R A R AR, R O H AT T
SO FRAEL T B P R A DR 2 R LD AR BT 1L 5L
IR B T 25 v e 1, KR A T R 1
G AT RE A 5 BUL 7 Bt 28 55 3C o 381 B Ao ot
TR I8 TR 2 ) 30 A 22 S /N R AR R A T B
B Z R . ST N LIRIE O XL T Y
BPAESHG AR BHR AR L R P A T R Rl
ST B ARFRIE ORI 00 A1 5 18 S R AN [
b BT () ST b TR A% DA R IR TR BE AR B R
SREE U R R R 7 0SSR 3, DLORE S M B O
PR BB VR A2 2%, okt S PR AP A S e E
P, R ST FRTEACT 1T B R

S AR B R 2 E R 908 M B AL T 4R KBRS
Fe kA SRERBDGEY, LT EELEL RELP AR
TG L BTR T A AR A AR AR SO S R
& TR TR A, AR T AM.

ZEHR:

(1] BREEE, 5R5, MR, % . 3P BIE K ORI IR SRR
& [J1. KP=EHE, 1998 (05) : 34-36.

(2] Wi, RIEE, B . SCRMRFREREA . PEAKM,
1999 (05) : 40 42.

(3] Wik, s, okos, % | D7 ORI IR R B IR FRT =
SFHT 1] KF=FREE, 2001, 20 (4) : 42-43.

(4] WhiRsE RE— TRV % . RESEEAI0RERHY
RAPD 437 [J]. ¥ FF4],2003,25(5) : 97 102.

(57 [AlVK, ABESC, FRBRAR, 55 | 1 P K SOke B A% 2 FF TEA 52
L] W EERE#,2002,26 (5) : 5-8.

(6] BRKHS, Phitsk, T ¥, % . 30k (Meretrix meretrix) 32
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FhEE ISSR 4 FHRid HIL AR T (1], B Bt 4%, 2004, [12] Nei M, Li W H. Mathematical model for studying genetic
27(3): 74 77. variation in terms of restriction endonucleases[J]. Proc Natl
(7] ZERE KE%R, HFHH % RRLO0E (Meretrix meretrix) Acad Sci, 1979,76(10) : 5269 5273.
B ITS2 4387 [J]. ¥ 51V, 2006, 37 (2) : 132 136. [13] Schneider S, Roessli D, Excofier L. Arlequin: A software for
[8] FEB, ALERAR, BoRE, % SUR =AM AL EET population genetics data analysis. Ver 2.000[EB/OL]. 2000.
5t (1] ¥E5EHR, 2006,25 (1) : 38-42. http://anthro.unige.ch/software/arleguin/
[9] Sambrook J, Russell D W. Molercular Cloning: A Laboratory [14] Felsenstein J. PHYLIP Version 3.62[EB/OL]. 2002. http:
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AFLP analysis of cultured and wild hard clam (Meretrix meretrix) populations

HE Chong-bo', CONG Lin-lin’, GE Long-li’, LIU Wei-dong', ZHOU Zun-chun', GAO Xiang-gang'

(1.Liaoning Ocean and Fisheries Science Research Institute, Liaoning Key Laboratory of Marine Fishery Molecular Biology, Dalian
116023, China; 2. College of Life Science, Liaoning Normal University, Dalian 116029, China; 3.College of Life Science and
Technology, Dalian Fisheries University, Dalian 116023, China)

Abstract: Genetic diversity of five hard clam (Meretrix meretrix) populations was conducted using amplified
fragment length polymorphism (AFLP) in this study. The five populations included 3 wild ones from Liaoning
Dawa (LDYS) s Liaoning Zhuanghe (LZYS) and Shandong Dongying (SDYS) and 2 cultured ones from Liaoning
Zhuanghe (LZYZ) and Liangning Panshan (LPYZ) . Total of 364 reproducible bands amplified with 7 AFLP
primer combinations were obtained from 150 individuals. The percentage of polymorphic loci ranged from
84.394 5% to 87.646 5% within the five populations and the overall polymorphic loci percentage of the five
populations was 98.630 0%. The Nei’ s gene diversity (H) of the five populations were 0.230 1~0.263 4. The
Shannon diversity indices (/) were 0.361 7~0.424 8, the genetic distances (D) were 0.259 2~0.536 0 among
populations, and 0.259 2~0.536 0 within populations. The percentage of polymorphic loci (P) , Shannon diversity
indice, genetic distance for the population LDYS and SDYS were higher than those of the population LPYZ and
LZYZ,while the genetic diversity of population LZY'S was at middle level. AMOVA analysis indicated that 5.96%
of variance was among populations and 94.04% of variance was within populations. Average Fsr value overall
loci was 0.117 0. The five populations were clustered into three major clades through UPGMA method based on
genetic distance. Populations of LDY'S and LZYZ were clustered into one clade. LPYZ and SDYS were clustered
into the second clade, Population LZYS was not clustered into any clade. Although the five populations were
grouped into three clusters by whole population, all the 150 individuals from five populations were clustered with
each other through UPGMA method based on their genetic distances. The analysis result of population pairwise
gene differentiation (Gg) showed that great gene flow existed among populations and the genetic diversity
between populations was at quite lower levels. The information may be beneficial to future broodstock selection
and defining conservation management for the different populations of Meretrix meretrix. [Journal of Fishery
Sciences of China, 2008, 15(2) : 215-221]
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