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(REEAK =22 A B KT TR A5 B HOR E TR, 10T R 116023)

TE: MR RIEH AT SR il (Fugu obscurus) Fktib 7 83 1 BRRRBE KB, %5 4 H-06091. 4> HI&E T G115
IR B 07 TR e (i R AT 8 AR T e, R DLIX B R AR T 5| R B IR, B R R R M AR UL FR 05 100%, 2 X 10° cell/
mL BB HAFET-H 0 100%, 4 X 107 cell/mL B3R B SHFETIF N 50%, G2 MY R WIET, BEKnE
W, R e ZE HER AR R VAER . FIRR. ARR KRER R FE TR HERG
LS PR KT H-06091 FHBERMHHIFE . 1R CF A0 B R 5 582 T AT B A S E = 3 16S rRNA E K541,
LER RG], HHE 2 Y W, SAREBE M AT PR, VP ARG I, RS ER 2RI SRR N B M SR AE L 7T s IR
(Vibrio harveyi) 1. 5 16S rRNA ZEFF 715 GenBank H 5 I FIE M 99%. PIHCKF H-06091 %5 4 s FCIE

[ S EKP= R, 2008, 15 (2) : 352-358]

KEER: AEEAR TN ML E: WIKINE
HESES: S941.1 XERERIRAD: A

B R 0 (Fugu obscurus) , J@ WA}, 7 7 i g,
/D LB E W 7K SRR R A A i B SR 2
—o LA E AT IR, Ll LT85, iRy
fiit 1 N T FR0E TR, 0 r= i FZH O H A &6
El. FEAEFREIB A, AR E. HRE S
R 4 i R i A U A SR BT T,
MR R BRI 4T 6 2R T — PR 4
sl B R BT R S AR T (Tukdfirgu
fasciatus) VRFEURLE, Menh s W Ao B RE T
JURRAH TR 5 [ RS GO 7l s, FIEVAE 508 TR
LURTT () — o R0, A DS 2088 2R 7 it B
97 [l A A AR I HRIE . 2006 FEFK A ML X 334 FRIE 40
BE AR T AN RIRE FE ARSI, ARG At
TORE e, PEE M T A RO R T T
905 LA 7 0 B B 3 TR T LRI R ) 25 U oy
B, & AidE— PSR R AN R B G RET T
s AR B R A ST NI A

1 #MREEE

1.1 ##
BIRAE AR H T RERFEY, 2K

W B HA : 2007-04-04; {&iTHHEE: 2007-11-05.

XEHS: 1005-8737-(2008) 02-0352-07

15~19 cm. g FE 41 & 7R 75 il ) T 0% & 4 K P= 98
FHAF . AE 40 cm X 50 cm X 60 cm [ 7K fil b 2 %
KR 18 °C, 5 1E IR [FlE P M B 5 de

S R 5 B e BE R R IR B N 2216E i K35 5
5, WA R T

A HR AR AR BT B SR B B 275 i LA
B RSUE T ™ R 2 Ty P
12 WEEHNSESHEK

LB AN [R] A A2 B AN B AR AL 2 38 B IR 15
o BURRREIR BB B URAE G £, F 70% RS A
Bl S 2 AU B A R AR SR, FEAN ) iR
FE: (1) FREMIAEERANE . 8. O R E IR
Al B A i b B AR B R, T 2216~ X126
SYEE 25 CHIENFE 48 he Q) THEIEAEST TS
Jis s FE PR R T N P I RS BT P, G T R 4
Tl 2216 EFAR b, RS . BREUESRHIE—3L
(A K B VR AT 2l 355 9%, S e R 25 CHE IR BE
FE48h J5, BT 15 CRAF& .
1.3 AR

TR R FE 5 d JE T N TIBesiss, oy e gl
B A KRR H-06091 X2 FR41 6 7= 7 e T 6))

BEE&IWE : KPR K -0 7 5 AR AR E A TR =214 E (K2003-05).
EE R T8 (1962-) , 2, 2%, MK FRIRTAEY 5 %% . E-mail: wangbin@dlfu.edu.cn
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PrREAL A S PR R gL, S50 /KR 18 °C.
131 fIFEEESE WL H-06091 £ 2216E R}
25 CH557 48 hidfbJa , AR R I R 4231 2216E
WARREFR A, AR RES 3% 48 h J5,4 000 v/min, B0
10 min, 5 E3&, INAZFE £ AR A1 B 0o vk 3 WK,
B R 107 cell/mL . BAK (1742) em i fg
REASE IR i R4 8 Ao 4, St 2 A2 gL Tk
Pl 4, B AR BREIG 1~1.5 em’, BN /D> B i
A B 1, O T 35 8 10° cell/mL B4 1 W1 I8 6
20 min J5# A KA RUE SR G 2 AUANEI, AU
B E 107 cell/mL B R HRE 20 min. FK 1K,
F10d. B2 xR WTEE 1 AT E, R B KR
20 min JE R A KA, X 2 LURRIE, 15 SR .
132 EETEE  FVAHIE RSN 4X10 cell/mL
F12X10° cel/mL [ A T S F sty , R4 8 )2,
F TS A N R B R P S L PR, B R
FES 0.1 mL. WFHRLHVE S 42 1T A B AR K
1.4 FERERNEE

T £k H-06091 T 2216E #} 1 25 °C 5 3% 48 h,
AT 2 Y. H P [ K 22168 %8 ) v 452
BiFRFKE R &GN MEIZ 5. 2216E )
25 CHEFF 48 h MBI VR TR J R/, 4% Ci LAl
WAGE KT ™ ik o7 ik % B fh.
1.5 16S rDNA EE FFAIPCRY 1B 5F

PREL S0 9% B T 10 ul 2K B /K 17,99 °C A8 P,
3500 r/min, 10 min 25X _EEVE K454 , 18 F TaKaRa
16S rDNA Bacterial Identification PCR Kit(Code No.D310),
L) Forward primer/Reverse primer2 A 5|47, 38 H ) i
B . LA Seq Forward 24 5 |95 [BIW = 42513E4T DNA T .
BRI A S A TR AIEHRAF .
1.6 MEZRFRIE

KRR Y EOE. WA R TR 1 E bR
H-06091, FH JC 1 A2 22 £h /K MBE 75 48 h 1) 2216E #}
T B 1 % 107 cell/mL 8 B K, % B 0.1 mL 45
EIRAT T2 A 22168 VM #7480, B—
SEARUE 4 R 29EAR A, 430 B T U B R IR
IR BB R ANV B FIAE S 14 MY, T
25°CIEIEAR 1% 9% 48 h R EHTH B EA2
2 HEREHH
2.1 BARERFEERMERAFRIBER

et CVHR B, 5 30 A i 3 30 I 3 5
A ASFFR B 3R, S AR 2~4 em® (] 1) .
B3R/ WL Rkt (B Al WA FAR RS i .

RS I A DU e T £, ok, AT 'S B e I

1 TR R SRt A IR
Fig.1 Symptom of skin canker in primarily infected Fugu

obscurus

MBI AR R AL 2 B 3 BRI, GRS
H-06091. H-06092 #1 H-06093. 3 £k B W ¥ & &
AN, Horb g5 H-06091 AR Am bR, )5 Rk 2=
EREEK., ARSI B —NS
H-06091 ™44 K 11 4 i 56 42 A [ I B 7, R 50
£ H-06092 F1 H-06093 T#k. 4K 5 4k & N
WER 2y B 46 B, DL H-06091 HE4T BTG 525 . H-06091
7E 2216E “FAR I 25 CH55% 48 h BRI LA N 3 %
FLAM, hgEN, PO ER, B2 2mm i,

22 ANIRGREE

221 BMGREREE Y 1 HAES 3 RAFHHI
O ALz RS, I, s e &, I g I,
K5 BREFRME (B 2). £5 10 KRG H5EK
) HILZ IR, B IE B 100% (£ 1D, Bk
RAEFET.. O RAEEG 2 41K I BAER.
VR T 12 A B4 R Y BB S R A, R
WATAT R IR 2R 2 TR RILH

2 ALEEATT A1 RV B R
Fig.2 Symptom of skin canker in wounded and bacterium-

marinated Fugu obscurus
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Tab.1 Result of marinating Fugu obscurus with strain H-06091 suspension

AR PRI / (cell e mL™") AMASL find KA TE] /d LS B /%
Treatment group Bacterium concentration N Infected time Number of infection Infection rate

Bl 14 Calts

w4 BRI X 167 < 10 < 100
Wounding and bacterium-marinated group
B2t ffires

w24 (AR X 10° g 0 0 0
Bacterium-marinated group
X 1 45 Control 1 8
X1 2 45 Control 2 8

2.2.2 GEETEEE 2X10° cell/mL T K i 4 4H 2
KT 5 3 RIFGIET, LT A MARIE A, V3 4T 3
AR e o e A e I N a IR R
INBE, WAL TR, BE AT IR 5 AR S50, 5 KB Ik
VR H S BEAS L A o L T B R R R, s B e R
6d 5T 4X 107 cell/mL T FEVT 5T 4155 8

RHEIIET:, & 14d WIET: 4 B, Z )5 BT, —
FA G 45 RS2, JET- 50%, STk 5 2 X 10° cell/mL
WS 52 AR R, RFI R R0 4 B, rT LS
BT S 56 TRV AR AR PR AE , A HH B BE T 3 S 50 45 R
PR I AFREE (R 2).

F2 OABRFIGTEHERIRER
Tab.2 Result of injection with strain H-06091 to Fugu obscurus

@m%ﬁ_: e =N
PETRIRE S -

T B BRE /%

Y o mL"! R =)0
FH AL /(cell I?L ) ANMEE /ind - /mL ?Et e /d umber %t? 1% Number of Infection
Group Bacterium Time to death Mortality rate . .
. N Dosage of death infection rate
concentration
YL 1 ZE Tnfection 1 2x10° 8 0.1 3-6 8 100 8 100
JEHE 2 ZE Tnfection 2 410 8 0.1 8-14 4 50 8 100
S+ HEZH Control 3 7K Saline 8 0.1 0 0 0 0 0

PR PR Y IR AR 0 T B B G AR PN 3 BT IR 43
5 25 TR R AR AR [ T 245 H RV
23 HREEHNEE

B BR H-06091 75 =2 (G440 B 4, AR, AR
WE (B 3) . R EEEE, RERSUKE. V-P
S B, B BT S K T R AT R A I B P, L
B A T2 S S BH MR S R AR R T, & O A B R
BT ® s IR (Vibrio harveyi) HIEALIE
PR (R 3) .
2.4 H-06091E#k16S rRNA EEBJPCRY & 5

# H-06091 HFEH 16S rRNA K F45 1 5
GenBank H {fJ AH S S04 EL X, 2 0 H: 504 G IE
AR RS 21 99%, 52 )75 WL 4, AR 4 H-06091 B
PRI 16S IRNA ZE[K)7 51 5 40K B FF 16S tRNA 2
EFFI R RE K BN (B S5), 7T i H-06091 K
PR 0 4 QB 2R 0 — 32, U8 H-06091 FHK S 0G
Y FAIRT 25 2 o R Bl , K HL 46 5 A 4k I

"

N
e
- BT .
B3 H-06091 Bk F
. BRI
Fig.3 Morphology of strain H-06091 under electronic
microscope

Note: arrows show flagella.

PDF L "pdfFactory Pro™ i FHf A www. fineprint.com.cn



http://www.fineprint.com.cn

2 TR 218 AR T R R R I 0 B S 355

3+ 3 H-06091 EHkELIFT

Tab.3 Biochemical characteristics of strain H-06091

Kl E Ttem 45 Result I E Ttem 45 Result

£/LEE Oxidase + 0/129 (10 pg/ Fr ) 0/129 (10 pg/piece) S
Bk Catalase + 0/129 (150 pg/ K ) 0/129 (150 pg/piece) S
Z3h Motility - 4 °CH K Growth at 4 C -
F 4T 5% Methyl red test + 15 CH4 K Growthat 15 C +
V-P 148 Voges-Prokauer test - 25 T4+ Growth at 25 C +
FEE IR XK AREE Arginine dihydrolase - 30 T4+ Growth at 30 C +
WAL KAE (20°C ) Gelatinase (20°C ) + 37 T4 4 Growth at 37 °C +
VEXTHE Amylase + 40 T4 Growth at 40 C +
HEBE Lipase + BIEFIF Carbohydrate utilization

HIE A R ¥R £ Citrate test +
Fermentation of glucose oxidation + LB Lactose -
FEIR £534 JR Nitrate reduction + FEHE Sucrose +
M D- FEHEF=K Gas from D-glucose - D- H#& ¥ D-Mannose +
A KT Na' Growth in NaCl + Z ZF il Maltose +
A4 & B Fermentation of lactose + D- th&4fE D-Sorbitol -

TCBS growth on TCBS Y D- 24 D-Galactose +
V- RUNATE + RSV FATE: S, BUEG Y. B

Note: Negative reaction; + Positive reaction; S.Sensitive; Y.yellow.

CCAGCCTGAACACAAAGTGGTAGCGTCCTCCCGAAGGTTAAACTACCTACTTCTTTTGCA 60
GCCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATTTACCGTGGC 120
ATTCTGATCCACGATTACTAGCGATTCCGACTTCACGGAGTCGAGTTGCAGACTCCGATC 180
CGGACTACGACGCACTTTTTGGGATTCGCTCACTCTCGCAAGTTGGCCGCCCTCTGTATG 240
CGCCATTGTAGCACGTGTGTAGCCCTACTCGTANGGGCCATGATGACTTGACGTCGTCCC 300
CACCTTCCTCCGGTTTATCACCGGCAGTCTCCCTGGAGTTCCCACCCGAAGTGCTGGCAA 360
ACAAGGATAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATTTCACAACACGAGCTGA 420
CGACAGCCATGCAGCACCTGTCTCAGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGT 480
TCTCTGGATGTCAAGAGTAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATGCTC 240
CACCGCTTGTGCGGGCCCCCGTCAATTCATTTGAGTTTTAATCTTGCGACCGTACTCCCC 600
AGGCGGTCTACTTAACGCGTTAGCTCCGAAAGCCACGGCTCAAGGCCACAACCTCCAAGT 660
AGACATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTC 720
GCATCTGAGTGTCAGTATCTGTCCAGGGGGCCGCCTTCGCCACCGGTATTCCTTCAGATC 780
TCTACGCATTTCACCGCTACACCTGAAATTCTACCCCCCTCTACAGTACTCTAGTCTGCC 840
AGTTTCAAATGCTATTCCGAGGTTGAGCCCCGGGCTTTCACATCTGACTTAACAAACCAC 900
CTGCATGCGCTTTACGCCCAGTAATTCCGATTAACGCTCGCACCCTCCGTATTACCGCGG 960
CTGCTGGCACGAGTTAGCCCGTGCTTCTTCTGTCGCTANCGTCAANNTGATGCAGCTATAA 1020
CTACACTACCGTCCTCACGACTGAAGTGCTTTACACCCGAGCTTCTTCACAACACGCGCA 1080

TGCTGCATCAGCTTGCGCCATTGTGCAGTATCCCCACTGCTGCTCCGTAGATCTGACGAG 1110
TCTCAGGTCAGTTGCTGATCATCCTCCGAACAGCTAGATCGCGCTGGGTAACATTACCTC 1200
CACTGCAATCCACTAGCAAACTGACCGAGAGACGAAGTCCCCCTGTTGACCGAAG 1255
4 H-06091 EI#k 168 rRNA K FEII 75 R
Fig4 Sequence of 16S rRNA gene of strain H-06091
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—— Oceanicola batsensis HTCC2597 1099451005753 (DZ281653)

Vibrio harveyi S35 (AY750578)

V. harveyi HO6091

V. harveyi 20060928-1 (EF593951)

V. harveyi LMG4404T (AY750576)

V. harveyi NCTMB1280T (AY750575)

Vtrachuri (Aj312382)

V. harveyi strain SW-4 (AY911397)

V.carchiariae (X74693)

V. harveyi B1X-1(DQ995520)

V. harveyi H050704-1 (EU090704)

V. harveyi M4 (AY046956)

V. harveyi FA-1(DQ304557)

V.campbellii 90-69B3 (AY738129)

Marinobacter aquaeolei VTS ctgd0 (NC008740)
Geobacter lovleyi SZ ctgl92 (AB220934)
Moorella thermoacetica ATCC 39073 (EU358457)
Nostoc punctiforme PCC 73102 Npun02_2 (EU297958)
Trichodesmium erythraeum (BS057231)

V. harveyi HY01 (AY014577)
Lactococcus lactis subsp cremoris SK11 (NC009004)

5 H-06091 itk 168 IRNA JF 5 45 R E M
¥ FE S P FREIZTIN GenBank BR S
Fig.5 Phylogenetic tree based on 16S rDNA sequence

Note: Numbers in parentheses represent the sequences' accession number in GenBank.

2.5 HETNER

WEEAR RIS, D Ab 2 i TR 2 st ELAR B

AR CHE AT T 14 B 25 B30 18 530,
F06091 TET BT 54 545 93 W28 B 32 B 4
DL R T ST OVRIR. SOOI K2 K
R DU HEE G5 12 W 2 A
AR AR R, ST 4.

3 it

W AU TR,
LR PR AR S50 7T LA A, )
PR RAER S AR IR
2 41K HITUWA AR (EE SR B A 35

IREIR . JRIENTHR 1.2 4R IR R R AEIR. H
VRS I ARAE 2 B N LR A PR AE R B AR
VT MRS I S 2 YE B 4 AR R A IR e, (B A8 T
AR, X — A5 AR RRE AR &
WA I, FE S R A I L S S B IR R,
2X10° cell/mL Wi BEVE ST 4H AT IR B, JET- R
1K 100%; 7 5 B PR 1| N ERS, FE TR TE]
IS, ET 2K, MRRRER G 7 2RO A A P Ak
SEES AR EFRARF AN . R0k eT LA e B iR
H-06091 x24T fif 4 /7 fiti 5% 57 150 95 )9 S R

+£4 H-06091 HELBER
Tab.4 Sensitivity of strain H-06091 to some antibiotic medicines

L R TR/ (ug o ) WEE B2 /em
Medicines Dose of drug Sterilizing diameter
H 7 #1 B Trimethoprim +Sulfamethoxazole 23.75/1.25 2.4
HEZ 3R Streptomcinum 10 1.6
AFHEE & Carbenicillinum 100 -
IR 2 [&] Nitrofurantoinum 300 1.7
FKER Norfloxacin 10 1.3
S5 % Chloramphenicolum 30 -
41 & # Erythromycinum 15 1.4
FMEML Ofloxacin 5 1.3
HE G Penicillin G 10 0.8
KA ZE % Gentamycinum 10 1.2
WYL E Ciprofloxacin 5 1.6
K+ &2 Amikacin 30 1.0
PUIF £ Tetracyclinum 30 0.9
F T Rifampicin 5 1.6

T RN E R

Note: “~” means no antibacterium ring.
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XR B B H-06091 BEAT RGVE E, T A HF
ME¥ &4 IR, & 16S rRNA H K 7 JF th
X, H-06091 F#E 5 05 [N FJREPEIE 99%, R 4t
REWH 55 QIR R — 3, AT L% € A
MG GO .

A FG I 2 22 Tl 9 6T A Ao Do 1O, [
B b AT 512 £ Pl K SR K w1
SCHE S AR T UL P AT e R I A
5| e 7E JE K 2F 8 (Scophthalmus maximus) 1 3
B, RIVAE IR 55 AT 5T HRIE 1) 41 6 2R 5 e
AL (BT R R & & FRE kRS .
B M T RE S B Eg " mEE
s U R I UL AV S R v R
ge By 40 3 . (Epinephelus coioides) ~ B 1 B 4,
(Epinephelus awoara) At (Lateolabrax japonicus)
FI K3 th (Pseudosciaena croceay) W, WL AT & 15
FEI AT SR A B B ZOBAL B, AN R AR BT
G e S R R AN (R R A 2 0, AT R
B AUBZIES U MEREES Y T T AR
WL, BUE AT R E A AR T, R
Ve UAERT AT " FIATTIU 45 B4 4T, % T % Fi
NI R L INA N R S N N B e
A B H PR IR, 0 TR s SRR B R R B AT
DUV S U R Bz fE A A 5 L, 3 B2
ANEAH R 5. AT SR QR R AL P
A9 R B A3 B S B 2R K 58 2 A R 1Y
JEAR, AT ELA A A H i, (B AR T, R
DR AT fie A2 21 868 2R 7 i A 4 2R IR, 1 K e B AR
PO, R BRI, A R EE B I KRR 2R
TR R R T IR, R R, SRR I A 2R
S IZE TR FA R A R B AR A 0 R B R
SN ZAR T E A R AT TENLAE T
e, WL PR SR B H B ) A 2R AL, I
M E, 522 AR Ak, HIsE T, B AR
SEEE, TC AR AR I B T 3 Rz 3507 s A, U B O R
TN R A 2R 0 il BE ) BE o, 7R AR P LA IR SR Y
T ), b RE NI, a8 R 72 A e
PR, TE BROIRE T, A AH B R R 1, 25 5 i
FRARR )7, DRI 2 BRI v 0 SR i AR ) K A7 A
B, AT I Ui R . TR SR R L
A R ) R I, o R AIE S (DS, SRR R HL I
R, AT R L, SR A 2
REE 45 20 9 B, A R MG BRI X 4T 88 R

finf] Rz JEk 28 2RRIL PA) 4 23 1) 43 B R O M 20 1 B0
ML EEE— A 0

XF 14 Pl PP B 2590 iR S0 25 IR B,
H-06091 T R0 8 7780 B e 22 (R 5 8 35 B0
RSB FIHRF55 6 P2 s FEBUR, MO E R R
WRER RIS R KB 2 PR R 2% 5 By
U, XTI 3 B 3 G2 B 29K B iRk Tk
AFXEFEZNEERS 2 AW AR, LKk
MPtmE =R 2, 5 B 25), ma s
R AER MNP E, HIRTTH H-06091 EFEH
2y U, A T2, kKRS % . BT
TEFR A AR iR < i B AR 22 A 2005, el
TR AR S PRI R A, 5 BT 24 0 Bk )
Mo HEEHIEERE AW AEZETE B Ar
RO BA PN 45 s S BV, AN RE— RS E

MG GO B 2 S A BUR W, T2 AR TE TRk AR,
L K AL S AR AR A | R T R KA S E 5
AN R EARPUE M 59 BUR AE A U I, B) S e s
& RGN . AE = BN LT A &, vE B K 44T
InsiE TR AR YT S . AR 4T 0 A g i ) AR
KRR, R G E RS, RERDRRY
fm. TG RAEBYI, BT R EWAE
(1) B B 4 i, IE AR YR T B AN, A RR T AR R
ANk

ZEHR:

(1] xRE. RER, WER, 55 48g K7 BB K
W L R S0 T A B (U], 4R 38 KR, 2006,
11(1):24-27.

(2] HER . asARTeaEEREm . (1], Mk, 2003,
127 (1) : 30-31.

(3] BSE) g B, & RS R SUR T L5
AT 00 5 5 L B0 R R B 2 R T (3D, P I KR
22,2006, 13 (2) : 269-276.

(4] B BRME, 73, %5 . T LIRE RS 8UR 77 B3
979 BRI 43 B RN 4 e (). VR VLIE K % R, 2005,
25(4): 18-21.

[5] M40, 20405, TP, & . 80K 77 il “ R~
R B e B o [I] K RO, 2001, 21 (5)
42-43,

[6] JEPL FBEN . BEar AR — AR SRR (1] K
Flilk, 2005,25(5) : 96-97.

PDF S i “pdfFactory Pro™ i RAG]&E www. fineprint.com.cn


http://www.fineprint.com.cn

358

oI ok e R

5%

[7]

[8]

[9]

[10]

[11]

[12]

[13]

IRVRE, 5 o, 2245, % N o & B 40 % 1 i
Sz (M. dbaT: i B AR 1999: 166-190.
RIFH &K ERAEREEEFM (M. dba:
B2 A, 20015 353-398.

FBER AR LI FA (M. Bl RigRE s
A H AR AL, 1986.

i), 4 b B R, 55 L B 38 % R AR R Ak A I
ROIGIW R RS (0], 4 38 K 4. 2004.9(4) :
300-304.

J e, B D L X T e Y6 0 8 AR ) B I e B
WEE [J]. AE K=, 2001 (3): 52-57.

TOOUME, AR, TF14E, 5 | FRTH RSE BT I 0 o JR B
M B B E RBGRE T 1], MAEFIR, 2005,
45(5) : 665-670.

PREkE, S, AR, 2 L RV AR R (7

[14]

[15]

[16]

[17]

[18]

11(4):313-317.

LS, WG A, kA, S MAE R T A B I
R IR (11, KF24), 2004, 28 (3) : 297-302.
FARH, £BO, =5, % Y INERRIEE (15
HICINE ) 85 %E U], d EAKSREE, 2002,
9(1):52-55.

EZEXNER BFREE & KAEARERIHE
BIR15 4 B 5 % e (0], R BUR K 2 4R, 2002,
29(2): 178-181.

BEEE, AE, B8, 5 . AHEKMEFRE KA
A2 BRI JR B R A BT (] WL e R,
2005,24(2): 118-121.

R PINA ERRL S FRFE ORI A T R SR
WEUR IR L% E ] KEAF IR, 2006,
21(2): 100-104.

HERINE ) MBS %E D] FEKP R 2004,

Isolation and identification of bacteriosis pathogen from cultured Fugu
obscurus with canker of skin

WANG Bin, YU Lan-ping, HU Liang , LI Yan, LIU Shuang-feng , JIANG Zhi-qiang
(Key Laboriatory of Mariculture and Biotechnology of Ministry of Agriculture, Dalian Fisheries University, Dalian 116023 . China)

Abstract: A bacterium strain with superior growth was isolated from cultured Fugu obscurus with canker of
skin and numbered as H-06091. Fugu obscurus were challenged with strain H-06091 by two methods which
were intramuscular injection and wounding and bacterium-marinating. The results confirmed that H-06091 could
infect Fugu obscurus by the two pathways above. The infection rate was 100% by both pathways. The wounding
and bacterium-marinating arose the same symptom as primary affection, but did not induce death to the fish.
Intramuscular injection could conduce death. The mortality rate of 4 X 10" cell/mL bacterium intramuscular
injection gronp was 50% and the mortality rate of 2X 10° cell/mL injection group was 100%. The experiments of
antibiotic sensitivity indicated that H-06091 was sensitive to Trimethoprim+Sulfamethoxazole, Nitrofurantoin,
Streptomycin, Ciprofloxacin, Rifampicin, Erythromycin, Norfloxacin, Ofloxacin, Gentamicin, Amikacin,
Fetracydinum and Penicillin G. This bacterium revealed gram negative, oxidase positive, catalase positive,
V-P test negative, nitrate reduction positive characteristics. According to the description of The Identification
Handbook On the System Of Common Bacterium, the physiology and biochemistry characteristics indicated that
H-06091 could be identified as Vibrio harveyi. The sequence of 16S rRNA gene of H-06091 strain was identical to
Vibrio harveyi and the homogeneity is 99%. [Journal of Fishery Sciences of China,2008,15(2) : 352-358]

Key word: Fugu obscurus; Vibrio harveyi; bacterium identification
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