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Table 1 Numbers of randomly amplified polymorphic DNA fragments shared among five species of sea urchins

H o= il LRk T R Lat L o ]
Sprcies A s G e M. I:-u‘-" i 5 nmdua & foermeding
R A craniging -
W G coevdara 16 ([i0]
L p i N, pulcherrimus 15 95
KRS S ambi 4 L] 0 ™
b fl R B 5 snsimrrandii 1 & 12 13 [

W A2 waw. Fineprint.com.cn



http://www.fineprint.com.cn

5 2 10 B AF I 0 RAPD 08 S b 5 G B0 AR R DNA 5 PE B0 131

1 SEHNEEER DNA FBESTS S 173 a)fo S - 104 b) i@ Rk E
Fig. 1 Electrophoresis patterns of RAPD from five species of sea urchinsalter random amplified with primers 173(a) and S
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Fig. 2 Elecrophoresis patierns of RAPD from five species of sea wrchinsafter random amplified with primers 5 =27 () and
OPH -20 (b}
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Fig. 3 Phylogenetic tree based on genetic distance matrices with method of UPGMA (a) and NJ(b)
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Genomic DNA polymorphism in five species of sea urchin by RAPD

CHANG Ya-qing', DING Jun', XING Rong-lian' , SONG Lin-sheng’, NI Duo-jiao’
(1. Kew Lalwtory of Mariculture and Ristechnology , Agneulture Ministry ; Dulian Fisheries Universily, Dalian | 16023, China; 2. Fx
perimental Marine Biology Labortory , lnstituie of Oeeanalogy , Chinese Academy of Sciences, (ingdao 266071 . China }

Abstract: RAPD technique was applied 1o study the polymorphism of genomic DNA from five species of sea
wrchins in different families of the same onder. Anthocidaris crassisping , Glypocidaris crenulans, Hemicentrotus
puleherrimus . Strongylocentrotus nudus and Strongvlocentrotus intermeding are most important edible sea urchin
in China. In this expenment, the samples of A, erasssping were from coast line along Zhanjiang, Guangdong
Provice , anid the samples of (. erenularis, H. pulcherrimies, 8. nudus and 8. intermedins were all from the coast
line along Dalian, Lisoning Province, The samples were wild except 8, intermedius individuals which were the
offspring of the parents introduced by Dalian Fisheries University in 1989, The amplification with 20 random
primers produced 377 reproducible amplified fragments ranging from 200 bp 1o 1 600 bp. The amplified frag-
mierits were seored as present( | or absent (0) for mach DNA sample and an index ol band sharng( F ) was cal-
culated by Nei and Lis matching coefficient method. The value of (1 = F) was vsed 1o evaluate genetie dis-
famies hedween nfml*irai, The IJ'I"FWi" trees were constructed with the methods of UPCMA and N] on the
basis of genetie distances, The results of the two methods of cluster analysis are in agreement, and the rela-
fonship |-tpmui h_\' the RAPD m:ﬂl]mih revesled the dilference between (amilies, genus and -hp(-!t'l't'-ﬁ. 5. nu-
dus and 5. indermedius shared the closest phylogemie elationship in the phylogenetic trees, and the resull was
in good agreement with the concept from Chinese scholar about the axonomy in sea urchin, The prospeet of
RAPD application in the feld of geneties and tonomy of sea arehin is diseussed in this paper.

Key words . seq urching genomic DNA: RAPD; phyvlogenstie relationship
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