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5105 56 Ciled B, 4 51 S IRBIG N S IR
PRGBS M4 AEAR. A=k
FIfch e, AR 2 B E K ZMA 1710 KB
NuAc(3 mol - L' ,pH 5.2) B8, 70% Z Bk 5
FCH THSAR W, -20 T,

1.3 BAHLSI R W%

% i1 2% 8 Operon 25 Wil KitA KiR 5 Kis
60 1~ 10 bp MBEHHLE M. & AEE B RN &
BT RES R, AR SR TR
YR, AR REY I e BB RO R
RO 2 A REELE | B T AN T N e
7 B R REN , WG
1.4 RAPD-PCR B

PCR 5 5 € Biometra PCR {X | il 7. KL
(REL 25 ul, Jep 10 x Tag Buffer 2.5 pl, Tag Poly-
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Table | Codes and squences of primers selected and amplification results

R E(5-3% PR 4 ER(5 -39 P
Priini Squence(5°~39 Ausplified banch Priseer Squence(5'-3) Aeplifind bands
OPA -1 CITICCCTEC 5 OPR -5 CICCATCCGE  6-10
(A =2 TCATOCCTGG =T PR -9 TGAGCCTCAC 4-5
DPA -3 CATCCCCCTG 5i-3 OPR =12 GICCOGTGET T-13
OPA -4 GGACTGGAGT 4-8 OPR - 18 TCGTCLCAGA 1-7
OFA -8 GTCCACACEG 511 OPs =1 CATTCGAGED 10
PR -11 CTAGALCCET §-9 ops =2 GTCTOCGEAA 6-9
OPA =12 CCTTEACGCA 4= (Fs -6 CACCTTTOCE i

OPA =13 TTCCCECOOT 2-5 OPS - 10 GTGCAACGTG -4
OFA - 14 TCCGCTETGG 3-8 ors-11 AATGECCOAG 6-4
OPA =15 COAGGETGTT 14 oPs - 13 CCTTCTACCE 3-%
OPA =17 ACCGAACGAG 5 oFs - 14 CCCGCTACAC 4=10
OPA =20 GGACLCTTAL 2-3% OFS - 18 CETAGTCGAG 6-9
i) e | CCCGOUATAA 5-8 (i) e CACAGGCGGA d

OFR =4 CCCAACACEE 4 (FS = 20 CIGTCCOCAG 511
BRI B Total bands 9] S B B Total bands 1]
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Fig.1 RAPD - PCR patterns for three geographical populations of 5. macrocephalus using primers OPA =17{A ), OPA -
15(B) and OFR -12{C)
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Table 2 Inter- and intra-population genetic similarities and interpopulation genetic distances in three geographical popula-

tions of 5, macrocephalus

A FCL R W i (R

ol BE

un Pk b [PIK

Genelic similrities and distances Qisygrdus population Xinstes: popelativn Hininan puopailation
qw.’_"f ﬂ‘m 0. 8932 0, 8682 0. 8450
_.{__:m“ 0. 1318 ). 9061 0. 8772
Imﬂ:m 0. 1550 0. 1228 0, 8704

B MR R 0 SRR, O R A LR, oM T A R il (R
Notes: The numbers in disgonal of matris indicate genetic similaritios of intrepopulation. The upr-right and down-left snes mean genetic similanibes

anid distanors of itepopulation, respectively.
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Fig.2 UPGMA dendrogram showing the relationships a-

maong three populations of 5. macrocephalus
xm
hn
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Fig. 3 M) dendrogram showing the relationships among
three populations of 8. macrecephalus
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Genetic diversity of three geographical populations of Sparus macrocephalus re-
vealed by RAPD analysis

YANG Hui-rong'” , JIANG Shi-gui', ZHOU Fa-lin' , GONG Shi-yuan®
(1. South China Sea Fisheries Hesearch Institute, Chinese Academy of Fishery Sciences, Guangehon S10300, China; 2. Fisheries Col-
lege, Huazhong Agricultural University, Wuhan 430070, China)

Abstract: Random amplified polymorphic DNA(RAPD) technique was applied 10 assess the genetic variations
among inter- and intra-population of three wild stocks (24 individuals) of black porgy, macrocephalus ,
from Jiaozhou Bay ( Qingdao ) , Taiwan Strait( Xiamen ) and Beibu Bay ( Hainan ). Under predetermined apti-
mal reaction conditions, the amplifications gave 200 reproducible and stable fragments ranging from 200 bp 1o
2 500 bp using 28 random primers selected from 60 ones. There were 135 polymorphic fragments. Based on
the RAPD data, the genetic distances of intrapopulation for Jisozhou Gulf, Taiwan Strait and Beibu Gulf were
0,106 8, 0.093 9 and (0. 120 6, and the similarities were 0,893 2, 0.906 1 and 0. 879 4, respectively. The
genetic distances of interpopulation were 0. 155 0, 0. 131 8 and 0. 122 8. The maximum genetic distance oc-
curred between Jlisozhou Gulf and Beibu Gulf populations, and the minimum oceurred between Taiwan Strait
and Beibu Gulfl populations. That showed there were high genetic diversity among inter- and intra-population.
With the methods of UPGMA and NJ in MEGA2. | on the hasis of genetic distances, the results showed the
populations of Taiwan Strait and Beibu Gulf assembled one branch first, then did Jiaozhou Culf. Both resuls
were gecordant,
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