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Table 1 Enzymes assayed, buffer systems used and number of Joci scored in the study
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Enzyme er MNo. of loci scored

R MBS Adenylate kinsse( AK)

Ki#¥ Esterase{EST)

RN HE R H# Glucosephosphate isamerase({ GPI)

.95 3 A Hexckinase (HK)

SRS B RG Tsocitrate dehydmgenase{ ITH)

- Lactate dehydrogenase{LDH)

3EERENE Malic enzyme(ME}

3 S LA Malate dehydrogenase(MDH)

BN 25 fir B Phosphoglucomuitase{ PGM)

g ] &uﬂﬁﬂmmﬂm“m@wwmmﬂﬁm)
dehydregenase{ SDH)
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X EBRNE ARG REMEUERBNSEAAMYORNERESER, HZ
Bl — DL SRR, SRR TR BREANER A BERIBFTERE(1.2.3 ),
R RGBEIR AR S RERE. S SN ARAP) . BB MUA S ENRE(H),
Hardy — weinberg *F 8§ T ¢ & LB (He), 22 & FHURHR(D), RS ERHE(Ne), X
HEWAT N B BENBRET R, B 1% (Dy.) R A Phylogeny inference package (versm
3.5¢) ) Gendist S 7EMBL LB
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2.1 FRAEBHEK

HAEWH 27 M EANR, P10 MEEAIEEME R2HHTEOAEERLER
FEEMER Ho.D . EST-1.2.3.5.7,HK- 1,2, IDH~1.LDH.ME ~ 1,2.3, MDH - 1.2
HSOD~ 1.2.3, 3t 17 MEE R EEOLA, B AL P o =37.00%,P o =22.20% (%
3)e BULNSAEEWEREILER, N 17 AR AN | T GPLAK 11, TS/ A
RY Hy HERMEK, B/N R EST -4 7,84 0.000, A GPI {70 0.739; N AK -2
{9 0.354 F PGM -2 #9 0.262, W F154& W2 Ho 7 0.062 £ 0.031, XS E TN
{H40.120 £0.043(F 3);D HAH MM - 1.000 F 0.019, S5 H 4 AK ~ 1, EST - 4, EST - 6,
PGM — 1 1 SDH fi£ & D {H 352048 4% 50 7K 7, 43305 — 0. 667. — 1.000, — 0. 717 73 — 0. 948
(£2).
2.2 WREE

R2FIBTHESBRENEN 1L SR UANSCERERRR TSR, KT 164
BRI AN :AK-1,EST-1.2.3.5, DH~1,HK— 1,2, IDH.ME~1.2.3, MDH - 1, 80D — 1.,
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Table 2 Allefic variation at 16 polymorphic loci in three populations of Tegillarca granosa
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locus, Ho: the observed heterozysiosity at each locus, D: the heteroeygous deficiency index.

TEAH, D: 205 TR IEN BN SRR, ON: W55 B0, WN: BN BE 46, 548 Hordy -
BEER(<0.05), » » EREXDH(p<0.01), » » « JHBHHIH(p<0.001).
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230 BAME WM P o=40.70%,P ss=25.90%(F£3). BAMNSHERNREHRBLLN
R PGl 3% 10, T 4035 8 Ho {AH/NAIE EST -4 #50.000, K% GPI i 519 0. 591; ik
B AK —2 fi7 559 0.485 R PGM - 2 37 5 A9 0.258, BT P44 B MEL{ Ho 3 0.068 0.
026, THIE R 0.138 2 0.045(F% 3); D LM — 1.000 F 0.298, 7 AK - 2, EST - 4.6.7,
GPI.PGM— 1.2 fii 5, D 14 ®ik —0.217. — 1,000, — 0.804, —0.283, - 0.311, —0.872, - 0.
225(% 2),
2.3° BNBK

EMBHAPREET B3 MEE5MR HE W AABMR N AK- 1, EST-1.2.3,5.7,
HK-1,DH-1,IDH.ME-3,MDH-1,30D~1.2.3, BN EH P.og=48.15%,P ¢=33.
33% (R 3)o B4 RUHSE £ 2 BB B PR K M th R GPI b 13, T &4 A i Bo EB/MAIN 0.
000, B JC 2k GPI o7 5189 0.692; IR B AK —2 fi7 A B9 0.552 §9 EST - 6, PGM - 2 ¥ 5 A 0.
333, W22 WM Ho % 0.097 £0.034, HHAEK 0.150+0.046(F 3) ;D EEMN
—1.000 % 0.277, 7 EST~ 4.6, MDH - 1.ME ~ 1.2, PGM - 1 #1 SDH, D 453X - 0.802, — 0.
422, —1.000, — 0.678. —0.259, —0.940 1 - 0.738(F 2),
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Table 3 Summary of genetic varlation in 3 samples of T. gronosa

pa | pay | FOSNB | pesnem | Tapam Fapann | FERT

pps. | L [Tpy T P | (REEH | (RMEDR | SREEKN | BERHD
RN 27 37.00 2.2 0.062 £0.031 0.120 +0.043 1.409+0.275 —-0.39%
N 27 40.70 25.93 0.068 £ 0,026 0.13810.045 1.3 £ 0. 142 -0.303
WN 27 48.15 33.33 0.097 £0.034 0.150+ 0,046 1.407 £0.192 -0.338

P g05 and I o5 ; Percentages of polymorphic loci, L: Number of loci studied, He: Mean expected heterozygosity, Ne: Mezn effective mum-
ber of alleles.

SR B HR EEARUBEC T )RR BERE (D), K 4 AP AT I, 7 5 B 5 8 N BY
1A} T A/, Do (B R BHA S EM BRI B0 T 70 Dy {88 b, TR R B 5 H &
BRI T (K, Do BB/
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Table 4 Genetic stmilarity { I } and genetic distance { Dy} among 3 populations in T. granosa

$£.5y Sarples RN N wN
RN T 0.9848 0.9714
N 0.0153 - — 0.9695
WN 0.0290 0.0310 —
3 Wig

3.0 ASARMBHAR B B RR, TR W 5B A R 12 % G R E WA
T, M ANEERE, AN T E56E A48 37.00%,40.70% #148.15%)
MET BARMA, BT R4 LBIE AHBHE— S, WRMEE— . AR
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3.2 MBNREBLE, DH - 2 53X —fr £ 75 S0 5 0 o 50 18 2 4 B o 28 R 0 AR B O 67,
AT 0.240 - 0.600 2 ), Wi 7E R IDH - 2 {3 & 28 B F 0.031 - 0.076 = fa], B L2
AEAR. R BT GPL AR PR B G, 4 7 0.180 - 0. 460 2 8], 24
ENPH 23 Z0); MRS S EFEEBNRETR. SRR AL, Wi st
AHOEE 17 4, RAbE R 3 RS IE 11,10 #1113 4, 24 REE S 8% 0.739.0.
- 591 H10.692, FBMES 7125 0.818.6. 858 F1 0. 788, BT R 5 4 B BB 5. GPIfr g
F—AERREE R BEEREARER Ne 4808 3.831.2.445 51 3.247, B K F
HAO o RN GPI ALK — B R R BB R ALE 2 —, FEA 1014 2 (3 20 B
AHEA W KR B GPI R A IE] 13 % 65 2B, Ho {3k 0. 776121 ; 7 35 4t 5 GPI
PEAUR M T 10 M REC, Hob, 2RI B o HK - 1.2 7 LDH LS8 W B 5 {2
R 7R P EH RSN, XD R TR AT —.
3.3 EEMNBEGIARFANSNERS SR BHENRRE, AL 100, Tif 175; )
HK-2ME-1.ME~-2 MIMDH -1 fii A RE, EMTEFERME S BES MRS/ S, TEE
MBEAEHMR, RARENTFERESENBAZAGTE—T2R, SE AR
Do MNEAFEZ BB REMLERBEERAE, EINNWERBRHNBERERERK
¥, BREAF G RRREE A, MEMSENBENEEIEERR, X582
{5 'y 3t 70 B R — B
3.4 RETHREBOENERETHETHARRAE Firk, NAMNERLS Fo
Ko MHEMEHENL R, Bl P hAREERS TREARSE, = PRKK D EHAE, 45
i5-0.396, -0.303 M —0.376, MEN XK P LA FHEXIXHBEOHA LB D, £48
Mg 20, R DAER - 0.099, 7 Crassostrea cortediensis i 114 45 1208 Sk 43
W, B TREBBERA, D {45155 - 0.315, - 0.299 1 - 0. 44611, 7= = JE sl B4
H, ERNRETRAEEH B EL AR EST- 4.6, PGM - 1 =AM, TR TS
BAAF, ¥F SDH L&, FER AR MR b S FE A% 0 B o f S, Tire s BB
EPPRBETHRELMALR, AK-2.POM-2 I SEH SR DS FHEH S/ A, T
ERMBRA N2 & T RO, SRR GOEES . iR, RETFiEs
RUF LA R R % () BEFE BT, BIEMPLRR, SHM4 7, 28T
W MRS RSN, A RV, B TRAEE 58, R A IR, B, VD 0 e
ATERATEEEM N (2) B Sk B P2 £ 20 5 3R 8 10 B 1 1R & BE 4K, B)
Wahlund 3 i JBAHH 2-3 BB B AN, FBEESRERAREN BT =4
Wahlund 2R, HBFFRK = BERSAEEEEERBN, RELX B, FN=4H
HEERMBEENBRERAE FRABEDEEMM, BYALER B K Wahlund 3% 5 7T 861545
AEL ) kB AR AT A EXRTRR, REAASULERR AR
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EXEERT, AR E TIER RS T (4) AREENRE T RA, — A YRR
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ALLOZYME VARIATION WITHIN POPULATIONS
OF TEGILLARCA GRANOSA

Yu Ziniu  Kong Xaoyu Yang Rui Wang Rucai  Liu Bigian
{Open Lab for Aquaculture Research of the State Educational Committee of China, Ocean University of Qingdan, 266003)

ABSTRACT Allozyme variation within three populations ( Rongcheng, Qingdao and Wenzhou) of
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Tegillarca granosa fran Chinese coast was investigated using starch ge! electrophoresis. 27 loci in 12
enzymes were detected, and the percentage of polymorphic loci per population was 37.00% .40.70%
and 48.15% respectively, mean heterczygosity observed in three population samples was 0,062 + 0.
031.0.0682 0.026 and 0.097 + 0.034 separately, mean effective number of alleles varied between
1.301 and 1.409. Variation comparisions for several loci were made among three populations in which
GPI locus showed highly variation. In addition, the genetic sirnilarity and genetic distance among them
were caculated, and it was indicated that the genetic divergence of Wenzhou sample from the other two
samples was greater than that between the other two samples.

KEY WORDS Tegillarca gronose, Allele enzyne , Genetic variation
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