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1.2 DNA PCR
DNA - ,
4 s DNA TE , ,
SSR 4 , 100 ng/uL, 4°C PCR
, 15 uL, 10xPCR buffer 1.5 pL, 2.5 mmol/L
dNTP 1.2 pL, 10 umol/L 1.5 uL, Taq
(5 U/uL) 0.075 uL, DNA 1.5 pL, ddH,0
1 0 . 0
15 uL PCR :94°C 5 min; 94°C
1.1 30s, 305, 72°C 45 s, 30
4 ; 72°C 7 min PCR
(CN, 60 ) (CL, 40 ) 4°C 6%
(ND, 45 ) (ST, 62 )
19
’ [ ]’ 1
x 1 FENHB BIYIESIMFINER
Tab. 1 Characteristics of 13 microsatellites for Meretrix lamarkii
(53"
locus primer sequence (5'-3") repeat motif ~ /'CTy, N, H, He PIC GenBank access number
Mel06 F: GCAAATGGACTGCAAGGC (TA)¢ 48 2 0.15 0.14 0.13 KF195940
R: TCGGTGAGAAGCGATTGA
Mel09 F: ACTACTAGGAACTTGCAT (ATG), 43 5 0.65 0.69 0.56 KF195943
R: GACAGTTTGGTTAAGAAT
Mell0 F: GTGTATCTTAATTGTCGGTA (AC), 46 2 0.10 0.10 0.09 KF195940
R: TTTTGAACTCAAAGGGAG
Mell2 F: CATTATTAGGTGTCCTTTAG (CAGAA), 44 3 0.40 0.35 0.31 KF195946
R: TTGCTTGTTTTGACTGAG
Mell4 F: GCCATAGTAGTCAGAGGG (CATT)s 48 3 0.45 0.53 0.44 KF195948
R: AGAGATTATAGTGAACAAAGC
Mell5 F: GAGGCTGTAGGTGGAAGG (CA)1y 51 3 0.45 0.67 0.58 KF195949
R: GGTGACGGGTTTGAAGAG
Mell7 F: AAGGATTAGTTAAAAGCGTA (AT), 44 3 0.40 0.35 0.31 KF195951
R: ACCTGTAGCCAACAAGAA
Mel20 F: CATTCCATTCTGTTAGTT (AT), 42 2 0.50 0.38 0.30 KF195954
R: CAATATGTCTTTTCCTTC
Mel2] F: AAGCATAACATAGGAACG (CA), 42 2 0.35 0.30 0.25 KF195955
R: CTTACATTTTACCACGAA
Mel24 F: GACTGGGACAGAGGCACC (GTT), 45 3 0.60 0.60 0.51 KF195958
R: ACCCGAGGACAAATACGC
Mel26 F: TTTTACCTTTCCCGAATA (AT)s 44 5 1.00 0.77 0.71 KF195960
R: GATGTTACGATGCCACTT
Mel27 F: TATAGATTTTCCTTGGTTC (TC)s 42 3 0.50 0.65 0.56 KF195961
R: TTCCTTGTTAAGTTTGCT
Mel28 F: CTGCCACAGAATCATAGA (AT)s 45 5 0.40 0.61 0.55 KF195962
R: CTTCAAATCAGCAACTCA
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Fig.1  Segregation of locus MelI4 in the population of
Meretrix lamarckii from Shantou, Guangdong

2 Mel24

Fig.2  Segregation of locus Mel24 in the population of
Meretrix lamarckii from Shantou, Guangdong
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Fig. 3 The phylogenetic tree based on genetic distances of 4
strains of Meretrix lamarkii by UPGMA assay
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# 3 BIMHYEENSHEERBRERR
Tab. 3 Fixation index and gene flow of 13 polymorphic loci
locus Fis Fi N
Mel06 -0.2758 0.2679 0.4419 0.3158
Mel09 —0.1447 —-0.0656 0.0691 3.3669
Mell0 0.0920 0.5967 0.5558 0.1998
Mell2 —-0.3560 —-0.0303 0.2402 0.7908
Mell4 0.1209 0.2519 0.1489 1.4286
Mell5 0.3683 0.4285 0.0953 2.3734
Mell7 —-0.6408 —-0.4320 0.1272 1.7150
Mel20 0.2005 0.3744 0.2175 0.8994
Mel2l —0.4424 -0.2431 0.1382 1.5591
Mel24 -0.3638 0.0841 0.3284 0.5112
Mel26 0.1200 0.4591 0.3853 0.3988
Mel27 —-0.1804 0.1142 0.2496 0.7516
Mel28 0.2958 0.3710 0.1069 2.0892
mean —-0.0527 0.1904 0.2309 0.8326
F 4 4 NFEIREHRE Nei’s iBLHEENE FIR{LEEE
Tab. 4 Nei’s genetic similarity and genetic distance between four Meretrix lamarckii populations
population CN CL ND ST
CN HoA kK 0.5391 0.7088 0.5763
CL 0.6178 HAEK 0.5699 0.6381
ND 0.3442 0.5622 HAHE 0.6224
ST 0.5511 0.4493 0.4742 oAk
Note: Nei’s genetic similarity is above diagonal and genetic distance is below diagonal.
> 5
4
0.402~0.493,
3
0.5;
3.1 4
13 , [21]
) 28 SSR (Trionys sinensis)5 ,
" 28 EST-SSR 0.402~0.466; (2] fi%
, MelO6  Mell0 (Trachinotus ovatus)3
13 0.490~0.550;
4 0.5 0.5 - (1)
s 5
45
(null allele) 13 )
0.09~0.71, Botstein  *"! 5 (2) 4
5 ,6 2 , Mel27 3
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2 ; Mel06
Mell7 Mel2l Mel26 2
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Nei’s 4
(0.708 B),
(0.344 2), ;
(0.638 1),
(0.449 3),
(23]
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. [24]
6 ,
. [25]
fiz(Sillago sihama)4
[26]
3 (Siniperca chuatsi)
. Nei’s s
4 Fy
0.2309, 4 23.09%
, 76.91%
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Analysis of genetic diversity in four different Meretrix lamarckii geo-
graphical populations using microsatellite markers

TENG Shuangshuang "%, FANG Jun 2, JIN Wenhui *, XIAO Guogiang "%, SHAO Yanqing "*, CHAI Xueliang ">,
ZHANG Jiongming "*

1. Zhejiang Mariculture Research Institute, Wenzhou 325001, China;
2. Zhejiang Key Laboratory of Exploitation and Preservation of Coastal Bio-resource, Wenzhou 325001, China;
3. Wenzhou Medical University, Wenzhou 325035, China

Abstract: Thirteen polymorphic microsatellite markers were examined in four different Meretrix lamarckii geographi-
cal populations to assess the naturally occurring Meretrix lamarckii resource. The four populations were sampled in
Cangnan City, Zhejiang Province; Changle City, Fujian Province; Ningde City, Fujian Province; and Shantou City,
Guangdong Province. Sixty-three alleles were found in the 13 microsatellite markers. Allele number per locus was 2—7,
and the mean number of alleles was 4.87. Mean effective number of alleles, mean observed and expected heterozygosity,
and mean polymorphism information content were 1.927-2.591, 0.437-0.562, 0.446—0.549, and 0.383-0.490, respec-
tively. All of these genetic indices indicate medium genetic diversity in the four populations. The Hardy-Weinberg bal-
ance test showed that most of the microsatellite sites in the four populations deviated from equilibrium(P<0.05). An
unweighted pair group method with arithmetic mean cluster analysis indicated that the Cangnan population clustered
with the Ningde population into one clade, and the Changle and Shantou populations were in a second group, which
was consistent with their actual geographical locations. The Fy value was 0.230 9, suggesting that the genetic variation
in the four M. lamarckii populations was 23.09%, which was high, and that the genetic differentiation level was high.
Key words: Meretrix lamarckii; microsatellite; genetic diversity
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